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Table S1. Genotype distributions and allele or haplotype frequencies of polymorphisms of the TAS1R2, TAS1R3, TAS2R38, and CD36 genes in females and males of the LBZ and CYME cohorts. 
	 
	 
	LBZ
	CYME 
	 

	
	
	n
	%
	n
	%
	p-value

	TAS1R2
	 
	
	
	
	
	

	
	Female
	
	
	
	
	

	
	Genotype
	
	
	
	
	

	
	CC
	4
	6.7
	16
	14.4
	0.066

	
	CT
	28
	46.7
	57
	51.4
	

	
	TT
	28
	46.7
	38
	34.2
	

	
	Allele
	
	
	
	
	

	
	C
	36
	30.0
	89
	40.1
	0.088

	
	T
	84
	70.0
	133
	59.9
	

	
	Male
	
	
	
	
	

	
	Genotype
	
	
	
	
	

	
	CC
	11
	20.4
	6
	12.2
	0.402

	
	CT
	25
	46.3
	24
	49.0
	

	
	TT
	18
	33.3
	19
	38.8
	

	
	Allele
	
	
	
	
	

	
	C
	47
	43.5
	36
	36.7
	0.404

	
	T
	61
	56.5
	62
	63.3
	

	TAS1R3
	 
	
	
	
	
	

	
	Female
	
	
	
	
	

	
	Genotype
	
	
	
	
	

	
	CC
	60
	100
	97
	87.4
	0.001

	
	CT
	0
	0
	13
	11.7
	

	
	TT
	0
	0
	1
	0.9
	

	
	Allele
	
	
	
	
	

	
	C
	120
	100
	207
	93.2
	0.002

	
	T
	0
	0
	15
	6.8
	

	
	Male
	
	
	
	
	

	
	Genotype
	
	
	
	
	

	
	CC
	51
	94.4
	41
	83.7
	0.111

	
	CT
	3
	5.6
	8
	16.3
	

	
	TT
	0
	0
	0
	0
	

	
	Allele
	
	
	
	
	

	
	C
	105
	97.2
	90
	91.8
	0.121

	
	T
	3
	2.8
	8
	8.2
	

	CD36
	 
	 
	 
	 
	 
	 

	
	Female
	
	
	
	
	

	
	Genotype
	
	
	
	
	

	
	AA
	15
	25.0
	13
	11.7
	0.146

	
	GA
	29
	48.3
	65
	58.6
	

	
	GG
	16
	26.7
	33
	29.7
	

	
	Allele
	
	
	
	
	

	
	A
	59
	49.2
	91
	41.0
	0.184

	
	G
	61
	50.8
	131
	59.0
	

	
	Male
	 
	 
	 
	 
	 

	
	Genotype
	
	
	
	
	

	
	AA
	12
	22.2
	9
	18.4
	0.179

	
	GA
	33
	61.1
	25
	51.0
	

	
	GG
	9
	16.7
	15
	30.6
	

	
	Allele
	
	
	
	
	

	
	A
	57
	52.8
	43
	43.9
	0.217

	
	G
	51
	47.2
	55
	56.1
	

	TAS2R38
	 
	 
	 
	 
	 
	 

	
	Female
	
	
	
	
	

	
	Genotype
	
	
	
	
	

	
	AVI/AVI
	15
	25.0
	40
	36.0
	0.127

	
	PAV/AVI
	28
	46.7
	48
	43.2
	

	
	PAV/PAV
	17
	28.3
	23
	20.7
	

	
	Haplotype
	
	
	
	
	

	
	AVI
	58
	48.3
	128
	57.7
	0.124

	
	PAV
	62
	51.7
	94
	42.3
	

	
	Male
	 
	 
	 
	 
	 

	
	Genotype
	
	
	
	
	

	
	AVI/AVI
	10
	18.5
	16
	32.7
	0.139

	
	PAV/AVI
	26
	48.1
	21
	42.9
	

	
	PAV/PAV
	18
	33.3
	12
	24.5
	

	
	Haplotype
	
	
	
	
	

	
	AVI
	46
	42.6
	53
	54.1
	0.133

	
	PAV
	62
	57.4
	45
	45.9
	


p-value derived from Fisher’s exact test. LBZ, Longevity Blue Zone cohort, n = 114 (males: n = 54, females: n = 60); CYME, Cagliari Young, Middle-aged, and Elderly participants, n = 160 (males: n = 49, females: n = 111).



