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Sensitivity analysis for loss to follow-up in humans
[bookmark: _GoBack]A total of 524 human subjects were included in the analysis. Of these, 118 (22.5%) were lost to follow-up: 36 dropped out after recruitment, 47 dropped out after the first sampling, and 35 dropped out after the second sampling. The remaining 381 (72.7%) participants were followed until the end of the study, but did not seroconvert.  Twenty-five incident cases were detected, including nine at the first sampling, ten at the second sampling, and six at the final third and final sampling.
Sensitivity analyses showed that while incidence estimates increased under extreme assumptions regarding infection among censored individuals, the best-case estimate closely approximated the reference analysis. Moreover, the direction and general magnitude of key predictors remained largely consistent across scenarios, and the proportional hazards assumption was upheld. Together, these findings indicate that loss to follow-up is unlikely to have meaningfully biased the risk estimates or altered the interpretation of the primary results, as confirmed by the Schoenfeld residual tests 1, which showed no evidence of violation for any covariate or globally (χ² = 2.245, df = 3, p = 0.52). (Table S1)
Table S1. Sensitivity analysis for loss to follow-up: Incidence estimates and Cox proportional hazards models (Humans)
	Scenario
	Cases
	Person-years
	Incidence Rate (95% CI)
	Age HR (95% CI)
	Replacement Area HR (95% CI)
	Presence of New Cases HR (95% CI)

	Reference
	25
	340.6
	0.073 (0.047–0.108)
	1.03 (1.01–1.04)
	3.24 (1.09–9.67)
	3.85 (1.14–12.98)

	Best case*
	25
	392.5
	0.063 (0.041–0.094)
	1.03 (1.01–1.05)
	2.80 (0.95–8.25)
	4.09 (1.21–13.77)

	Worst case 1**
	93
	375.1
	0.247 (0.200–0.303)
	1.00 (0.99–1.01)
	2.47 (1.41–4.31)
	1.67 (0.61–4.57)

	Worst case 2***
	156
	375.1
	0.415 (0.353–0.489)
	0.99 (0.98–1.00)
	3.34 (2.16–5.18)
	1.27 (0.56–2.87)

	HR: Hazard Ratio; CI: Confidence Interval.
Best case* assumes censored individuals remained uninfected through study completion.
Worst-case 1** assumes 54% infection among censored individuals, based on published regional prevalence 2
Worst-case 2*** assumes that all censored individuals became infected after dropout.



Sensitivity analysis for loss to follow-up in livestock
A total of 1,872 animals were included in the seroincidence analysis, of which 852 (45.5%) were lost to follow-up: 174 after recruitment, 410 after the first sampling, and 268 after the second sampling. Overall, 998 (53.3%) animals completed follow-up and remained seronegative. Twenty-two incident cases were detected, including eight at the first sampling, seven at the second sampling, and seven at the final sampling.
Incidence estimates rose substantially only under implausibly conservative assumptions that a large proportion of censored animals became infected immediately after dropout. In contrast, the best-case scenario produced estimates comparable to the reference analysis, suggesting minimal influence under realistic conditions. This pattern indicates that the primary incidence estimates are stable and that attrition is unlikely to have introduced significant bias into the study findings (Table S2)
Table S2. Sensitivity analysis for loss to follow-up: Incidence estimates in Livestock
	Scenario
	Events
	Animal-years
	Incidence Rate (95% CI)

	Reference
	22
	1145.8
	0.019 (0.012–0.029)

	Best case*
	22
	1542.9
	0.014 (0.008–0.021)

	Worst case 1**
	98
	1462.2
	0.067 (0.054–0.081)

	Worst case 2***
	874
	1462.2
	0.597 (0.558–0.638)

	 Best case* assumes censored animals remained uninfected through study completion.
Worst case 1** assumes infection among censored animals based on a baseline prevalence of 10.4% 2
Worst-case 2*** assumes that all censored animals became infected after dropout.




Sensitivity analysis assessing the impact of ELISA test performance 
Sensitivity analyses incorporating varying assumptions for ELISA sensitivity and specificity produced results largely consistent with the primary model. Increasing age and the presence of incident livestock cases within households remained significantly associated with human seroconversion across all scenarios, indicating robustness to potential outcome misclassification. Although the effect estimates for placenta removal attenuated and lost statistical significance at higher specificity values, the direction of association remained unchanged. Overall, these findings suggest that the main predictors were not materially influenced by diagnostic uncertainty (Table S3).

Table S3. Sensitivity analysis assessing the impact of ELISA test performance on predictors of human seroconversion
	Predictor
	Primary model HR (95% CI)
	Se = 0.95, Sp = 0.91 HR (95% CI)
	Se = 0.97, Sp = 0.93 HR (95% CI)
	Se = 0.99, Sp = 0.95 HR (95% CI)

	Age
	1.03 (1.01–1.04)
	1.02 (1.01–1.04)
	1.02 (1.01–1.03)
	1.02 (1.00–1.03)

	Removal of retained placenta
	3.32 (1.11–9.91)
	1.98 (1.02–3.82)
	1.66 (0.89–3.09)
	1.18 (0.60–2.29)

	Incident livestock case within the household
	3.97 (1.18–13.41)
	4.20 (1.67–10.56)
	4.20 (1.82–9.69)
	4.13 (1.93–8.87)

	HR = Hazard Ratio
CI = Confidence Interval
Se = Sensitivity
Sp = Specificity.
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