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Supplementary Figure_1. mRNA fold changes of LncRNAs of LIFR-AS1 and SLCO4A1-AS1, along with IL-17A and RORC as downstream components of NF-κB pathway Mean±SEM and optimal cut-off for relative quantification differentiating MM patients from controls. **; P<0.05
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Supplementary Figure_2. mRNA fold changes of LncRNAs of LIFR-AS1 and SLCO4A1-AS1, along with IL-17A and RORC as downstream components of NF-κB pathway in multiple myeloma patients and healthy individuals. **; P<0.05.


Supplementary Table 1. Correlation between LncRNAs LIFR-AS1, SLCO4A1-AS1, IL-17A, RORC gene expression with Clinicopathological features. green stain indicates positive correlation, blue stain indicates negative correlation
	 
 
	 
	LncRNA LIFR-AS1
	LncRNA SLCO4A1-AS1
	IL-17A
	RORC

	
	N
	60
	60
	60
	60

	Serum IL-17A
	CC
	-0.351
	-0.359
	0.205
	0.294

	
	P-Value
	0.006
	0.005
	0.016
	0.023

	
	N
	60
	60
	60
	60

	[bookmark: OLE_LINK3]β2 microglobulin
	CC
	-0.313
	-0.295
	0.299
	0.311

	
	P-Value
	0.015
	0.022
	0.02
	0.016

	
	N
	60
	60
	60
	60

	LDH
	CC
	-0.304
	-0.297
	0.239
	0.343

	
	P-Value
	0.018
	0.021
	0.006
	0.007

	
	N
	60
	60
	60
	60

	Serum Albumin
	CC
	0.318
	0.309
	-0.209
	-0.302

	
	P-Value
	0.013
	0.016
	0.019
	0.019

	
	N
	60
	60
	60
	60

	Serum Calcium
	CC
	-0.311
	-0.021
	-0.174
	0.056

	
	P-Value
	0.015
	0.875
	0.184
	0.672

	
	N
	60
	60
	60
	60

	Creatinine
	CC
	-0.002
	-0.195
	0.261
	0.172

	
	P-Value
	0.988
	0.135
	0.044
	0.19

	
	N
	60
	60
	60
	60

	Hb
	CC
	0.359
	0.390
	-0.19
	-0.347

	
	P-Value
	0.005
	0.002
	0.145
	0.007

	
	N
	60
	60
	60
	60

	ESR
	CC
	-0.403
	-0.325
	0.2
	0.316

	
	P-Value
	0.001
	0.011
	0.125
	0.014

	
	N
	60
	60
	60
	60

	WBC
	CC
	0.122
	0.198
	0.194
	0.025

	
	P-Value
	0.354
	0.129
	0.137
	0.852

	
	N
	60
	60
	60
	60

	PLT
	CC
	0.141
	0.399
	-0.029
	-0.228

	
	P-Value
	0.283
	0.002
	0.825
	0.08

	
	N
	60
	60
	60
	60




Supplementary Table 2. Rock curve analysis table
	ROC of LncRNA LIFR-AS
	Area
	0.691

	
	Std. Error
	0.067

	
	95% confidence interval
	0.558 to 0.824

	
	P value
	0.011

	ROC of LncRNA SLCO4A1-AS1 
	Area
	0.711

	
	Std. Error
	0.066

	
	95% confidence interval
	0.580 to 0.843

	
	P value
	0.004

	ROC of IL-17A
	Area
	0.698

	
	Std. Error
	0.069

	
	95% confidence interval
	0.562 to 0.834

	
	P value
	0.008

	 ROC of RORC
	Area
	0.728

	
	Std. Error
	0.064

	
	95% confidence interval
	0.602 to 0.854

	
	P value
	0.002




Supplementary Table 3. Youden Index to determine the cut off and calculate the best expression limit of each gene for Multiple Myeloma diagnosis
	 
	Gene expression
	Sensitivity%
	95% CI
	Specificity%
	95% CI
	Youden index

	LncRNA LIFR-AS1
	< 0.065
	30
	16.66% to 47.88%
	100
	88.65% to 100.0%
	30

	
	< 0.470
	76.67
	59.07% to 88.21%
	53.33
	36.14% to 69.77%
	30

	
	< 0.050
	26.67
	14.18% to 44.45%
	100
	88.65% to 100.0%
	26.67

	LncRNA SLCO4A1-AS1
	< 0.805
	80
	62.69% to 90.49%
	60
	42.32% to 75.41%
	40

	
	< 0.295
	50
	33.15% to 66.85%
	86.67
	70.32% to 94.69%
	36.67

	
	< 0.415
	56.67
	39.20% to 72.62%
	80
	62.69% to 90.49%
	36.67

	IL-17A
	> 1.075
	70
	52.12% to 83.34%
	70
	52.12% to 83.34%
	40

	
	> 1.060
	70
	52.12% to 83.34%
	66.67
	48.78% to 80.77%
	36.67

	
	> 1.195
	66.67
	48.78% to 80.77%
	70
	52.12% to 83.34%
	36.67

	RORC 
	> 1.395
	56.67
	39.20% to 72.62%
	80
	62.69% to 90.49%
	36.67

	
	> 1.650
	50
	33.15% to 66.85%
	86.67
	70.32% to 94.69%
	36.67

	
	> 1.580
	53.33
	36.14% to 69.77%
	83.33
	66.44% to 92.66%
	36.66
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