MC 16P 16F
MCS 113,161 169,226
MCO 158,141 209,234
MCG 106,392 167,614
MCV 166,431 182,127
MCS 193,441 201,122
MCO 67,385 167,878
MCG 85,283 188,696
MCV 1,016,648 158,903




Input DNA

MC Amount (ng) Total Bases(bp) Total Reads GC Content (%) Q30 (%)

MCS 23,555,096,416 155,994,016 51.7 92.7
MCO 1 2,429,394,002 16,088,702 44 92.8
MCG 40,302,789,390 266,905,890 46.9 92.9
MCV 1,520,262,262 10,067,962 43.2 92.7
MCS 2,010,476,514 13,314,414 51.8 92.7
MCO 10 25,774,300,532 170,690,732 44.5 92.5
MCG 1,477,976,222 9,787,922 43.3 92.9
MCV 43,453,019,642 287,768,342 43.3 93

MCS 44,499,966,666 294,701,766 51.5 92.2
MCO 100 2,701,527,108 17,890,908 46 93.1
MCG 19,061,845,588 126,237,388 44 92.3
MCV 2,044,804,250 13,541,750 42.9 92.5
KMCS 2,333,958,982 15,456,682 50.7 92.7
KMCO 1 47,494,702,554 314,534,454 42.8 92.5
KMCG 2,090,406,250 13,843,750 44.9 92.4
KMCV 44,328,968,528 293,569,328 44.6 92.8
KMCS 56,880,274,258 376,690,558 50.4 92.6
KMCO 10 1,921,940,382 12,728,082 44.8 92.8
KMCG 37,928,253,990 251,180,490 44.9 92

KMCV 1,644,677,806 10,891,906 37.1 92.8
KMCS 5,252,457,084 34,784,484 47.1 93.1
KMCO 100 26,534,279,908 175,723,708 44.9 92.7
KMCG 2,381,116,886 15,768,986 44.8 92.9
KMCV 36,397,040,906 241,040,006 37.1 92.9




Expected Observed Genura Expected Observed Species

Genura Species

WMS 16F 16P WMS 16F 16P
KMC
KMCG 12 12 12 8 12 12 18 0
KMCO 8 8 11 7 10 10 12 1
KMCS 6 9 9 12 1
KMCV 9 9 7 11 11 11 1
MC
MCG 11 11 15 7 12 12 14 3
MCO 6 6 7 6 7 2
MCS 6 6 7 6 2
MCV 5 6 3




0
100% m Bacilli (Unknown)

m Bacillus massilionigeriensis (Unknown)

m Spiroplasma diabroticae

B Pseudomonas moraviensis R28-S

m Staphylococcus haemolyticus

m Uncultured Chroococcidiopsis sp (Unknown)
Gammaproteobacteria (Unknown)
Streptococcus pneumoniae (Unknown)
Clostridiales bacterium Marseille-P2411 (Unknown)
Clostridiales bacterium Marseille-P2411
Vibrio parahaemolyticus UCM-V493
Firmicutes (Unknown)

u Clostridium sp. Marseille-P2415

m Enterobacterales (Unknown)

m Enterobacter aerogenes UCI 27 (Unknown)

® Romboutsia sp. MT17
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0%

MCF MCO MCV

100% Bordetella pertussis (Unknown)

Uncultured bacterium (Unknown)
Vibrio parahaemolyticus UCM-V493 (Unknown)
Klebsiella pneumoniae BIDMC 33B (Unknown)
Staphylococcus haemolyticus (Unknown)
Pseudomonas moraviensis R28-S

m Staphylococcus haemolyticus

® Uncultured Chroococcidiopsis sp (Unknown)

m Streptococcus pneumoniae (Unknown)

= Vibrio parahaemolyticus UCM-V493

m |isteria monocytogenes

® Enterobacterales (Unknown)

= Salmonella enterica subsp. ST1660/06 (Unknown)

= Escherichia coli
Bacillus massilionigeriensis

= Streptomyces albulus ZPM
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100%
Uncultured bacterium
Bacillus gottheilii
Morganella morganii subsp. morganii KT
Serratia marcescens
Vibrio cholerae
Fusobacterium nucleatum subsp. vincentii ATCC 49256
m Klebsiella pneumoniae UCI 37
m Salmonella enterica subsp. enterica serovar Anatum
m Clostridium sp. Marseille-P2414
m Paenibacillus sp. MT24
m Virgibacillus proomii
m Bacillus sp. Marseille-P2489
= Vibrio campbellii
= Corynebacterium sp. MC1
Enterobacter sp. MGH 10
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20%

KMCV

0%
MCF MCS MCO MCV

100%

m Paenibacillus polymyxa SC2

® Uncultured Chroococcidiopsis sp

= Uncultured Chroococcidiopsis sp

= Paenibacillus sp. MT24
Bacillus sp. Marseille-P2489
Vibrio campbellii

= Corynebacterium sp. MC1
Enterobacter sp. MGH 10

m Pararhodospirillum photometricum DSM 122

m Raoultella ornithinolytica

m Acidaminococcus sp. Marseille-P2828

m L achnospiraceae bacterium mt14

m Blautia sp. GD9

m Salmonella enterica subsp. Typhi
Klebsiella pneumoniae MGH 45
Pragia fontium

80%

60%

40%

20%

0%

A
@]
T

=
<
(@]
<

KMCS KMCO



h Il winyeajonu 5 0 B wniesponu 4 » B sws % 0 R
s eouRua g = B | eousboueow g = B | sipwspids ‘s = B | senoeebe ‘s
= O eomososdua ‘A |2 o . = O } = .
. ©eonAjouopo ‘s saude ‘o N eInNg 'd
O uojAd ‘H
o 102 3 O einAred A O snain| " O siuwoy ‘W
[l 9Bdeod '3 O smw s 0 wnjeus ‘o [ | 1asseb
ll M_ﬁowmw_m 7 M loczeyreedy M | wosuyoly L] sieuiben o
| a|loWIp "D
O shuadsajope 'g
O snjebinA d
| sljibel g
w B wniesjonu 4
= B |eouswe's
ll mw__m%“.ﬂaém S m B wnieajonu -4 w B shw s w | ussusl 1
u 102 '3 9 B | eousbouepw ' 9 B | sipwepide s 9 B | senoeebe s
O aeoeo|d '3 ] eonAjoluopo 'S ] saude ‘D ] BINg 'd
[ | wnuejueld ] enated ‘A ] snaln| ‘N ] siuiwoy ‘N
Il w____m_”%mh. om_ ] TR ] wnyeLls "D ] liasseb
= m_eu%mm_%m g = gezuonyuered 'H - I liuosuyofl y | sifeuiben ‘o
[ ] snyebinA 'd
I sljibel g
a B wnyesponu 4
< B |eousws s
I ©BONI[020JIUD “A
O uolAd ‘H
O 1102 '3
I 2BoROo|d % al | wnrespnu 4 ol B shw's ol | nussusf
.. M_ﬁ%wmw_.m_ 1 © [ | eousbouuepw ‘d e B | sipiwsepids s © | | eenoeebe s
o BlloWp 5 ] ©oNAj01uUopo ‘'S ] saude ‘D ] eINg “d
a0 . ejnased A snan| ‘\ siulwoy
] siuadss|ope ‘g luiwoy ‘N
0 snebinA 'd ] Sw 'S ] wnyews o ] lasseb
| siibeyy ‘g B gezuenyuered ‘H - [l liuosuyol 'y | siieuiben ‘9
28282 EgTEEnE TEEE EE2882 s5eg8E
FS0E0ER, BA=0 R E2S8F 2825 EE CHESET S
SoocEoSgu o= > < 0| c -2 ® & © . ® <
=32°85% r35% EOoEEg S8=u39 §o2ag o
072G, e =535 ) = = L K=l > .. o -
- o0 iy o > m c . o .- c
- A m BE <° o 6" = 4
e m T U @)
pa1oadx3 panIasqo pa10adx3 panIasqo paloadx3 panlasqo paloadx3 panIasqo
~~ Can) o) ~
< ) S a



i I

Number of species

.| Hmgl]

20 —

(B)

Total correct abundance

| I‘

100
60—
40
20—

0—

(A)

AOWN
SON
OO
OO

AOWN
SON
OO
OO

AON
SON
ODJN
OO

AON
SON
OJW
OO

AON
SON
OO
OO

AON
SON
OO
OO

16F WMS

16P
False negative abundance (%)

IIDD I-DD T P

100
80—
60—
40—
20—

0—

(D)

WMS

|

16F

True positive abundance (%)

16P

|

100—
80—
60—
40—
20—

0—

©

AOW
SON
OO
OO

AOWN
SON
OO
OO

AJW
SON
ODI
OO

AON
SO
OJN
OO

AJW
SON
OO
OO0

AOW
SON
OO
OO

WMS

16F

16P

WMS

16F

16P




—
I
I
[E—
(%]
Qo
)
8 —
(2] _H_
IS 1
= [E—
L}
o)
IS
=}
z I
—/
I
[E—
I T T T
o) o o) o
— —
Can)
m
N—r
_ |
o | |
o I
c
©
)
c
s
= |
g | |
O I
=
S
o
[&]
s
I
o | |
T
_ |
T T T T 1
o O O O O o
o 0 © < «
—
~~
<
N—r

AON
SO
OO
OO

AON
SO
OO
OO

AOW
SON
OO
OO

AON
SON
ODJIN
OO

AJWN
SON
OJIW
OO

AOWN
SON
OO
OO

10 ng 100 ng

1ng

10 ng 100 ng

1ng

AOWN
SON
OO
OO

oo

AOWN
SON
OO
OO

[ Y =)

AOW
SON
OO
OO

[y B=I=1=T"

(D) 00 False negative abundance (%)
l —
80
60 -
40 -
20

| AW

|| oow
I OO

| AW
SOW
]| oow
I OO

[— el
SOW

| 90N

True positive abundance (%)

80 -
60 -
40
20
0

© 100 -

10 ng 100 ng

1ng

10 ng 100 ng

1ng

Total correct abundance (F Number of species

(E)

[
I
| E—
I
[
I
| I—
I
[ ]
I
| E—
I
[
I
| —
I
I I I I
mw o w’w o
- A
I
I
[ ]
I
I
I
[ ]
I
I
I
[ ]
I
I
I
[ ]
I
T 1T 1T 1T 1
O o o 9 o o
g ® © ¥ «

AON
SON
OO
OO

AJN
SON
OO
OO

AJN
SON
OODIW
OO

AON
SON
OJI
OO

AOIN
SON
OJI
OO

AOWN
SON
OJI
OO

AJIN
SON
OJI
OO

AON
SON
OO
OO

5Gb 10 Gb 20 Gb

1Gb

5Gb 10 Gb 20 Gb

1Gb

False negative abundance (%)

AJW
SON
ODI
OO

[ I=1""1

AJW
SON
ODI
OO

| f=1""1™

AJW
SON
ODI
OO

[ I=1""19

AON
SO
OO
OO

[_I=1"1™

100 -

(H)

True positive abundance (%)

80
60
40
20
0 -

©) 100

80
60
40 -
20
0 -

5Gb 10 Gb 20 Gb

1Gb

5Gb 10 Gb 20 Gb

1Gb



Output 1 Gb
mmmmm Output 5 Gb
I Output 10 Gb
I Output 20 Gb

Input 1 ng/pl Input 10 ng/pul Input 100 ng/pl
B. fragilis B. fragilis B. fragilis
P. vulgatys . nucleatum P. vulgatus . nucleatum P. vulgat . nucleatum

5. enterica

Nenterica

B. adolesgé B. adolescgntis gg B. adoles
mcg | C- difficil 'Y enterocolitica | C. difficilg Y. enterpcolitica | C. difficil 'Y.-enterpeolitica
E. faecall H. pylori E. faecali H. pylori E. faecali H. pylori
L. plantar E. coli L. plantar 3 coli L. plantaru E. coli
E. cloacae E. cloacae E. cloacae
H. parainfluenzae H. parainfluenzae H. parainfluenzae
S. mitis S. mitis . Rucleatum S. mitis
MCO
V. parvul V. parvula P. melanjnogenica | V. parvula
S. odontolytica S. odontolytica S. odontolytica
A. johnsoni A. johnsoni A. johnsoni
C. striatum . mitis C. striatuma . mitis
MCS
M. luteus ~ "ermidis M. luteus .epidermidis
C. acnes C. acnes C. acnes
G. vaginalis G. vaginalis G. vaginalis
jensenii
MCV
S. agalactiae

P. bivia

P. bivia

P. bivia




s Input 1 ng/ul

s Input 10 ng/pl

I Input 100 ng/pl

output 1 Gb

output5Gb

output 10 Gb

output 20Gb

MCG

MCO

S. odontolytica

S. odontolytica

V. pakgula P melaninogeni

S. odontolytica
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A. johnsoni

C. strigtum 60

A. johnsoni

A. johnsoni

A. johnsoni

tum 60
20

0
MCS
S. epidefmidig
M. lute
C. acnes C. acnes C. acnes C. acnes
G. vaginalis G. vaginalis G. vaginalis G. vaginalis
L. gasseri senii
MCV

M. hominis S. agalactiae

P. bivia

P. bivia




(A)

Input

©

Input

1ng

10ng

100ng

1ng

10ng

100ng

20Gb

10Gb  1Gb

Output

5Gb

20Gb

10Gb 1Gb

Output

5Gb

(8) 100
Ing .
5
=%
£ 10ng "
100ng
10Gb 20Gb 1Gb 5Gb
Output
(D)
1ng
2
£ 10ng
100ng

20Gb

10Gb 1Gb

Output

5Gb



