Fig.2 C

42 kDa — | "= - m-

HBE H1299 A549

—
o [T -~
GAPDH | e SR

Fig.2 ]

42 kDa

Ao~ =
-iee

mimics mimics-NC BC

36 kDa




TTF1
c-Myc
BRAF
KRAS
EGFR

GAPDH

Fig.5

42 kDa

55 kDa

21 kDa

175 kDa

36 kDa




