Supplementary Information
Identification and Validation of Reference Genes for Quantitative Real-Time PCR in Corydalis saxicola Under Various Abiotic Stresses

Liang Kang1,4, Zhaodi Wen1,4, Han Liu1,2, Ying Lu1,4, Mei Qin1,2, Lirong Huang1,2, Ming Lei1,2, Cui Li1,2, Dan Zhu4*, Li Li5*, Zhanjiang Zhang1,3*

[image: image1.jpg]IEHRRARSAEYEREDR

KES:  4503240312001LC REHM:  2024.3.12
REN:  ZFB, F% 74 [
KA A 7R == B b IR SR AL A A 1L 1 T3
AR (m): 235

ARKR. EBEEX O OHBE: SR RERA, 54
HEHR: AXREHALL

RFEGHERER, & 30-40cm, BHKEAR,

e
84:  H¥E
Rg:  BER P AERE
sy,  RERE

B

Fig:

GUANGXI BOTANICAL GARDEN
OF MEDICINAL PLANTS

AT

GXMG 0263932

F AT Q()ll. NU. :

)

B 5 Date:

2 S

W E N

4503240312001LC

f A
Corydalis saxicola Bunting

2024 # 6 H 30
K

2R 36 .





Supplementary Fig. S1 Specimen of Corydalis saxicola Bunting
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Supplementary Fig. S2 Total RNA electrophoresis results of different samples: A 1 to 10 is roots, stems, lateral stems, fruits, flowers, old leaves, young leaves, root tissues treated with 5 mmol/L, 25 and 50 mmol·L⁻¹ CaCl2; B 1 to 6 represent leaf tissues treated with 10 μmol·L⁻¹ Na₂SeO₃, 50 μmol·L⁻¹ Na₂SeO₃, and leaf tissues under drought stress for 18 days, 0 days, 6 days, and 12 days, respectively.
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Full-length gels of Fig.S2 A
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Full-length gels of Fig.S2 B
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Supplementary Fig. S3 Full-length gels of Fig.1
