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Supplementary Table S1. Sequences of primers used for RT-qPCR analysis.
	Gene symbol
	Primer sequence (5′-3′)

	AMH
	F: TGCTTCACACGGATGACCC
R: GTGGCGACTCCTCGAGTTC

	INHBA
	F: GAAGAGACCCGATGTCACCC
R: TGACTCGGCAAACGTGATGA

	INHBB
	F: CTCCAACGAAGGCAACCAGA
R: AGTACACTTTGACCCGCACC

	BAX
	F: GAGGTCTTTTTCCGAGTGGCA
R: GGCAAAGTAGAAAAGGGCGAC

	BCL-2
	F: GTGAACTGGGGGAGGATTGT
R: GCCCAGACTCACATCACCAAG

	GSTP1
	F: GCGGGCAAGGATGACTATGT
R: GACCTCATGGATCAGCAGCA

	PRDX5
	F: GCTCCTGGCTGATCCCACT
R: AAGATGGACACCAGCGAATCA

	TGFBR1
	F: AACAAAAAGGTACATGGCCCC
R: CCACCAATGGAACATCGTCG

	GAPDH
	F: GTCTCCTCTGACTTCAACAGCG
R: ACCACCCTGTTGCTGTAGCCAA


Supplementary Table S2. Basic information for PFAS.
	Name
	PFAS
	SMILES
	CAS
	LD50(mg/kg)

	Perfluorooctanesulfonic acid
	PFOS
	C(C(C(C(C(F)(F)S(=O)(=O)O)(F)F)(F)F)(F)F)(C(C(C(F)(F)F)(F)F)(F)F)(F)F
	1763-23-1
	154

	Perfluorooctanoic acid
	PFOA
	C(=O)(C(C(C(C(C(C(C(F)(F)F)(F)F)(F)F)(F)F)(F)F)(F)F)(F)F)O
	335-67-1
	518

	Perfluorohexanesulfonic acid
	PFHxS
	C(C(C(C(F)(F)S(=O)(=O)O)(F)F)(F)F)(C(C(F)(F)F)(F)F)(F)F
	355-46-4
	154

	Perfluorononanoic acid
	PFNA
	C(=O)(C(C(C(C(C(C(C(C(F)(F)F)(F)F)(F)F)(F)F)(F)F)(F)F)(F)F)(F)F)O
	375-95-1
	518


Supplementary Table S3. Targets screened from PPI network.
	Gene
	Degree
	Betweenness centrality
	Closeness centrality

	ALB
	22
	171.230937
	0.744186

	ESR1
	20
	60.165512
	0.695652

	PPARG
	20
	167.445151
	0.711111

	ERBB2
	20
	178.595382
	0.711111

	HSP90AA1
	19
	115.574531
	0.695652

	IGF1R
	14
	18.730519
	0.615384

	GSK3B
	13
	8.488961
	0.592592

	AR
	12
	9.881905
	0.581818

	ANXA5
	12
	18.144444
	0.592592

	MAPK8
	11
	67.560476
	0.581818



Fig S1. Western blotting
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