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Characterization of IgG N-glycan patterns in COVID-19, sepsis and healthy subjects
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Figure S1: Relative abundance of A2G2S2 and FA2G2S2 N-glycans in COVID-Fatal (n=27), COVID-Recov (n=25), Sepsis (n=19) and Healthy (n=15) groups. Kruskal–Wallis test, *p-value < 0.05; **p-value < 0.005; ***p-value < 0.001. The data were corrected for age using linear regression model.
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Figure S2: Relative abundance of (A) Total bisecting without (left) and with (right) age correction and (B) FA2B without (left) and with (right) age correction and FA2G2S2 N-glycans in COVID-Fatal (n=27), COVID-Recov (n=25), Sepsis (n=19) and Healthy (n=15) groups. Kruskal–Wallis test, *p-value < 0.05; **p-value < 0.005; ***p-value < 0.001. A linear regression model was used for data correction for age.

Sample collection 
	Sample number
	Groups
	Tube Number 
	Sex
	Age
	Collection day

	1
	COVID-Recov
	12971562
	Man
	58
	1

	5
	COVID-Fatal
	12973468
	Woman
	73
	1

	7
	COVID-Recov
	12995293
	Man
	72
	1

	9
	COVID-Fatal
	12981647
	Man
	76
	1

	11
	COVID-Recov
	12981883
	Man
	51
	1

	14
	COVID-Recov
	12994486
	Man
	59
	1

	16
	COVID-Recov
	12976985
	Man
	75
	1

	18
	COVID-Recov
	12989969
	Man
	70
	1

	20
	COVID-Fatal
	13030189
	Woman
	73
	1

	23
	COVID-Fatal
	13018324
	Man
	72
	1

	25
	COVID-Fatal
	13010790
	Man
	62
	1

	26
	COVID-Fatal
	13024071
	Woman
	58
	1

	28
	COVID-Recov
	12983703
	Man
	71
	1

	30
	COVID-Fatal
	12977930
	Man
	74
	1

	32
	COVID-Fatal
	13022480
	Woman
	74
	1

	34
	COVID-Recov
	12983900
	Man
	73
	1

	36
	COVID-Fatal
	12954868
	Man
	66
	1

	40
	COVID-Recov
	12977696
	Man
	79
	1

	42
	COVID-Recov
	12998554
	Man
	61
	1

	44
	COVID-Recov
	12993384
	Man
	75
	1

	46
	COVID-Fatal
	12981780
	Woman
	68
	1

	48
	COVID-Fatal
	13004833
	Man
	75
	1

	49
	COVID-Recov
	12987482
	Man
	49
	1

	51
	COVID-Fatal
	12989766
	Man
	71
	1

	53
	COVID-Recov
	12975558
	Man
	71
	1

	55
	COVID-Fatal
	13002114
	Man
	65
	1

	57
	COVID-Recov
	13000551
	Woman
	50
	1

	59
	COVID-Fatal
	12986997
	Man
	69
	1

	61
	COVID-Fatal
	13003052
	Man
	75
	1

	62
	COVID-Recov
	12983505
	Man
	59
	1

	64
	COVID-Recov
	12996516
	Man
	78
	1

	66
	COVID-Recov
	12996677
	Man
	76
	1

	68
	COVID-Fatal
	13031203
	Man
	64
	1

	70
	COVID-Fatal
	12995219
	Woman
	67
	1

	73
	COVID-Recov
	12984380
	Man
	50
	1

	75
	COVID-Fatal
	13003816
	Man
	57
	1

	76
	COVID-Fatal
	13022366
	Woman
	71
	1

	78
	COVID-Fatal
	12971519
	Man
	60
	1

	80
	COVID-Fatal
	13015981
	Woman
	74
	1

	82
	COVID-Fatal
	12953094
	Woman
	65
	1

	84
	COVID-Recov
	12981417
	Man
	59
	1

	86
	COVID-Recov
	12982164
	Man
	75
	1

	88
	COVID-Fatal
	12990720
	Man
	67
	1

	90
	COVID-Recov
	12990912
	Man
	66
	1

	92
	COVID-Recov
	12993704
	Man
	53
	1

	94
	COVID-Fatal
	13028564
	Woman
	46
	1

	97
	COVID-Recov
	12987344
	Man
	51
	1

	99
	COVID-Fatal
	12981846
	Man
	76
	1

	101
	COVID-Fatal
	12991984
	Woman
	71
	1

	103
	COVID-Fatal
	12986004
	Man
	68
	1

	107
	COVID-Recov
	12993968
	Man
	60
	1

	109
	COVID-Recov
	12991189
	Man
	61
	1

	P16T1
	Sepsis
	-
	Man
	70
	1

	P16T2
	Sepsis
	-
	Man
	70
	4

	P17T1
	Sepsis
	-
	Man
	44
	1

	P17T2
	Sepsis
	-
	Man
	44
	4

	P18T1
	Sepsis
	-
	Man
	60
	1

	P18T2
	Sepsis
	-
	Man
	60
	3

	S10J1
	Sepsis
	-
	Woman
	65
	1

	S10J7
	Sepsis
	-
	Woman
	65
	5

	S11J1
	Sepsis
	-
	Man
	68
	1

	S11J3
	Sepsis
	-
	Man
	68
	3

	S1J1
	Sepsis
	-
	Man
	46
	1

	S1J3
	Sepsis
	-
	Man
	46
	3

	S4J1
	Sepsis
	-
	Woman
	66
	1

	S4J5
	Sepsis
	-
	Woman
	66
	5

	S6J1
	Sepsis
	-
	Man
	71
	1

	S8J1
	Sepsis
	-
	Man
	62
	1

	S8J4
	Sepsis
	-
	Man
	62
	4

	S9J1
	Sepsis
	-
	Man
	37
	1

	S9J3
	Sepsis
	-
	Man
	37
	3

	PM 1409
	Healthy
	-
	Woman
	23
	1

	PM 1410
	Healthy
	-
	Woman
	31
	1

	PM 1415
	Healthy
	-
	Man
	30
	1

	PM 1420
	Healthy
	-
	Woman
	28
	1

	PM 1426
	Healthy
	-
	Man
	36
	1

	PM 1439
	Healthy
	-
	Man
	25
	1

	PM 1445
	Healthy
	-
	Woman
	45
	1

	PX 1068
	Healthy
	-
	Man
	33
	1

	PX 1085
	Healthy
	-
	Man
	24
	1

	PX 1086
	Healthy
	-
	Woman
	30
	1

	PX 1088
	Healthy
	-
	Woman
	31
	1

	PX 1090
	Healthy
	-
	Man
	25
	1

	PX 1092
	Healthy
	-
	Woman
	33
	1

	PX 1909
	Healthy
	-
	Woman
	23
	1

	PX 1914
	Healthy
	-
	Woman
	25
	1





Data analysis: 
On the following table, the N-glycan structure and their masses have been described. The formulae used for the different calculation are also listed:
Different N-glycan:  
Bisecting trait: 
High-mannose trait: 
Fucosylation trait: FA2G2S2% + FA2BG2S2% 
Afucosylation trait : 
Galactosylation trait : 
Sialylation trait : 

Details on detected N-glycan peaks are presented below.
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2+ 

[m/z]

3+ 

FA1 9.4 740.3266 493.8868

A2 9.6 768.8374 512.894

FA2 10.372 841.8663 561.5799

FA2B 11.258 943.4061 629.2731

A2G1 11.356 849.8638 566.9116

M5 11.405 727.8109 485.543

FA2G1 12.258 922.8928 615.5976

FA2BG1 13.045 1024.4325 683.2907

M6 13.668 808.8373 539.5606

FA1G1 12.242 821.3531 547.9045

FA2G2 14.734 1003.9192 669.6152

FA2G1S1 14.914 1068.4404 712.6293

FA2BG2 15.324 1105.4589 737.3083

M7 16.292 889.8637 593.5782

A2G2S1 16.078 1076.4378 717.9609

FA2G2S1 17.177 1149.4668 766.647

FA2BG2S1 18.062 1251.0065 834.3401

A2G2S2 18.849 1221.9855 814.9928

M8 19.112 970.8901 647.5958

FA2G2S2 19.948 1295.01455 863.6788

FA2BG2S2 20.424 1396.5542 931.3719
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