[bookmark: _Hlk216890570]Supplementary Figure 1: Supplementary Fig. 1 depicted the comparative analysis of among accessory genes from Bangladesh, Peru, China and other countries.
Supplementary Figure 2: The Pearson correlation matrix among the virulence genes is shown as a positive relation in blue and a negative relation in red.
Supplementary Figure 3: A pie chart showed the LOS genes distribution among the clonal complexes carried by strains. 
Supplementary Figure 4: Supplementary Fig. 4 illustrated the comparative analysis of simple sequence repeats (SSRs) of strains from Bangladesh, Peru, China and The Netherlands.
[bookmark: _Hlk226031777]Supplementary Data 1: All demographic and clinical features of study subjects; accession numbers of Genomic data under NCBI BioProject PRJNA378546 and PRJNA717137 were provided
in Supplementary Data 1 which is available in the online version of this article.
[bookmark: _GoBack]Supplementary Data 2: C. jejuni integrated elements (CJIEs), T6SS and the most common phage in strains isolated from GBS. The tick sign (🗸) depicts for the presence of the CJIE and T6SS. 
