Supplementary 4. Coefficients for MPCD_signature and published single-PCD lncRNA signatures
Risk scores were computed as a linear predictor: RiskScore = Σ (β × Expr), where β is the reported coefficient and Expr is the normalized lncRNA expression value.
	Signature
	lncRNA
	Coefficient (β)

	MPCD_signature (multi-PCD)
	AC026401.3
	0.564

	MPCD_signature (multi-PCD)
	GAS5-AS1
	-0.5262

	MPCD_signature (multi-PCD)
	SNHG8
	-0.2883

	MPCD_signature (multi-PCD)
	AC084024.4
	0.3633

	MPCD_signature (multi-PCD)
	LINC02027
	-0.2876

	MPCD_signature (multi-PCD)
	AC115522.1
	-0.705

	Lai_signature (ferroptosis)
	LINC00460
	0.244157135

	Lai_signature (ferroptosis)
	AC124854.1
	-0.169947947

	Lai_signature (ferroptosis)
	AC084876.1
	0.608238496

	Lai_signature (ferroptosis)
	IGFL2-AS1
	0.251676786

	Lai_signature (ferroptosis)
	LINC00551
	-1.929193729

	Lai_signature (ferroptosis)
	AC083967.1
	0.446834468

	Lai_signature (ferroptosis)
	AC073487.1
	0.599290559

	Lai_signature (ferroptosis)
	LINC02446
	0.305102053

	Xu_signature (cuproptosis)
	HHLA3
	0.4223

	Xu_signature (cuproptosis)
	H1-10-AS1
	0.596

	Xu_signature (cuproptosis)
	PICSAR
	0.9702

	Xu_signature (cuproptosis)
	LINC02027
	-0.5392

	Xu_signature (cuproptosis)
	SNHG15
	0.3602

	Xu_signature (cuproptosis)
	SNHG8
	-0.6352

	Xu_signature (cuproptosis)
	LINC00471
	1.2766

	Xu_signature (cuproptosis)
	EIF1B-AS1
	-3.8776

	Xu_signature (cuproptosis)
	LINC02154
	0.7232

	Xu_signature (cuproptosis)
	MINCR
	0.3724

	Wang_signature (disulfidptosis)
	SPINT1-AS1
	-0.39817

	Wang_signature (disulfidptosis)
	AL121944.1
	-1.366648

	Wang_signature (disulfidptosis)
	AC131009.3
	0.312254

	Wang_signature (disulfidptosis)
	AC104088.3
	-0.932196

	Wang_signature (disulfidptosis)
	AL035071.1
	0.507753

	Wang_signature (disulfidptosis)
	LINC00886
	-0.279419

	Wang_signature (disulfidptosis)
	AL035587.2
	0.891684

	Wang_signature (disulfidptosis)
	AC007743.1
	-0.351352


[bookmark: _GoBack]Note: Signature names follow the benchmarking analysis reported in the manuscript; MPCD_signature denotes the proposed multi-PCD model, while Lai/Xu/Wang signatures denote published ferroptosis-/cuproptosis-/disulfidptosis-related lncRNA models, respectively.
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