Table S2: Distribution of the core, accessory and YE16 unique genes into COG functional categories
	COG Functional category
	Core (%)
	Accessory (%) 
	Unique (%)

	[bookmark: _Hlk221309971]RNA processing and modification
	0.03
	0.00
	0

	Chromatin structure and dynamics
	0.03
	0.00
	0

	Energy production and conversion
	5.49
	3.66
	7.69

	Cell cycle control, cell division
	1.15
	1.04
	2.56

	Amino acid transport and metabolism
	9.63
	6.53
	10.26

	Nucleotide transport and metabolism
	2.78
	0.78
	2.56

	Carbohydrate transport and metabolism
	7.77
	8.88
	12.82

	Coenzyme transport and metabolism
	3.66
	1.57
	0

	Lipid transport and metabolism
	3.25
	4.18
	10.26

	Translation, ribosomal structure and biogenesis
	5.20
	1.57
	2.56

	Transcription
	8.54
	11.23
	5.13

	Replication, recombination and repair
	3.66
	2.35
	5.13

	Cell wall/membrane/envelope biogenesis
	5.08
	11.75
	2.56

	Cell motility
	1.65
	1.04
	0

	Posttranslational modification, protein turnover
	2.81
	1.57
	2.56

	Inorganic ion transport and metabolism
	6.85
	6.01
	0

	Secondary metabolites biosynthesis
	2.16
	3.92
	7.69

	General function prediction only
	0.00
	0.00
	0

	Function unknown
	26.32
	24.02
	23.08

	Signal transduction mechanisms
	4.46
	3.92
	0

	Intracellular trafficking and secretion
	1.60
	0.52
	2.56

	Defense mechanisms
	1.48
	0.78
	5.13

	Not categorized in COG
	4.46
	14.10
	12.82



