Table S4: Complete list of antibiotic resistance‑associated genes detected in the YE16 genome by CARD analysis.
	ARO Term
	AMR
Gene Family
	Drug
Class
	Resistance
Mechanism
	% Identity of Matching Region
	% Length of Reference Sequence

	ykkC
	small multidrug resistance (SMR) antibiotic efflux pump
	aminoglycoside antibiotic, tetracycline antibiotic, phenicol antibiotic
	antibiotic efflux
	100.0
	100.00

	qacG
	small multidrug resistance (SMR) antibiotic efflux pump
	disinfecting agents and antiseptics
	antibiotic efflux
	42.16
	111.21

	ykkD
	small multidrug resistance (SMR) antibiotic efflux pump
	aminoglycoside antibiotic, tetracycline antibiotic, phenicol antibiotic
	antibiotic efflux
	98.1
	100.00

	qacJ
	small multidrug resistance (SMR) antibiotic efflux pump
	disinfecting agents and antiseptics
	antibiotic efflux
	44.9
	109.35

	qacJ
	small multidrug resistance (SMR) antibiotic efflux pump
	disinfecting agents and antiseptics
	antibiotic efflux
	45.45
	98.13

	aadK
	ANT(6)
	aminoglycoside antibiotic
	antibiotic inactivation
	98.59
	100.00

	vanY gene in vanM cluster
	vanY, glycopeptide resistance gene cluster
	glycopeptide antibiotic
	antibiotic target alteration
	34.55
	117.17

	BcI
	class A Bacillus cereus Bc beta-lactamase
	cephalosporin
	antibiotic inactivation
	66.02
	100.00

	vanW gene in vanI cluster
	vanW, glycopeptide resistance gene cluster
	glycopeptide antibiotic
	antibiotic target alteration
	37.87
	81.23

	tmrB
	tunicamycin resistance protein
	nucleoside antibiotic
	reduced permeability to antibiotic
	98.48
	100.00

	mphK
	macrolide phosphotransferase (MPH)
	macrolide antibiotic
	antibiotic inactivation
	98.04
	100.00

	vanT gene in vanG cluster
	glycopeptide resistance gene cluster, vanT
	glycopeptide antibiotic
	antibiotic target alteration
	32.05
	54.63

	vmlR
	Miscellaneous ABC-F subfamily ATP-binding cassette ribosomal protection proteins
	lincosamide antibiotic, streptogramin antibiotic, streptogramin A antibiotic, streptogramin B antibiotic, antibiotic without defined classification, nucleoside antibiotic, pleuromutilin antibiotic
	antibiotic target protection
	98.71
	98.90

	FosBx1
	fosfomycin thiol transferase
	phosphonic acid antibiotic
	antibiotic inactivation
	61.76
	100.72

	vanT gene in vanG cluster
	glycopeptide resistance gene cluster, vanT
	glycopeptide antibiotic
	antibiotic target alteration
	34.05
	55.34

	tet(45)
	major facilitator superfamily (MFS) antibiotic efflux pump
	tetracycline antibiotic
	antibiotic efflux
	75.82
	100.00



