Figure S1 Validation of key gene expression differences after adjusting for clinical confounding factors. Box plots illustrate the mRNA expression levels of LINGO1 and NUDT6 in the Control (n = 14) and Treat (n = 12) groups. To address potential selection bias and confounding, a multivariable linear regression model was employed to compare the two groups while adjusting for core clinical covariates, specifically age and tumor distance from the anus.
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