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	Symbol
	GenBank
	Function 

	26S proteasome non-ATPase regulatory subunit 2
	psmd2
	PV608477
	Protein degradation (regulatory subunit of the 19S proteasome) 

	Receptor activity-modifying protein 1
	ramp1
	PV608481
	Vascular tone (modulator of the calcitonin gene-related peptide signalling)

	NAD-dependent deacetylase sirtuin-1
	sirt1
	KF018666
	Mitochondrial biogenesis; Oxidative stress resistance

	Mothers against decapentaplegic homolog 1
	smad1
	PV608482
	Muscle growth and regeneration; BMP Signalling

	Sodium/potassium-transporting ATPase subunit alpha-2
	atp1a2
	PV608485
	Membrane excitability and energy-dependent transport in muscle (Na⁺/K⁺-ATPase α2 subunit)

	Bone morphogenetic protein 1
	bmp1
	PV608484
	Muscle repair and regeneration; Myogenesis (bone morphogenetic protein)

	Calcitonin gene-related peptide type 1 receptor-like
	calcrl
	PV608483
	Vascular tone; Neuromuscular communication, Muscle perfusion (Calcitonin gene-related peptide receptor-like)

	Collagen alpha-1(V) chain
	col5a1
	PV608478
	Muscle structure and remodelling

	Sprouty-related, EVH1 domain-containing protein 2
	spred2
	PV608479
	Muscle regeneration (modulator of MAPK/ERK pathway)

	Thyroid hormone receptor beta
	thrb
	PV608480
	Muscle contractile function, myogenesis and regeneration (thyroid hormone receptor)



