Wheat TAM112 Byrd Soil * Guymon e Lahoma Stillwater FGS 4 FGS6 e FGS9
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Supplementary Figure 1. CSSRA for the top three most abundant bacterial classes across treatments for each soil depth.
Lettersin graph representing pairwise comparison groups obtained with Dunn’s test and corrected with the Benjamini-Hochberg
procedure for FDR control.
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Thermoleophilia - Middle Thermoleophilia - Top
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Supplementary Figure 2. CSSRA for the bacterial classes across treatments for each soil depth that presented pairwise
statistically significant differences. Letters in graph representing pairwise comparison groups obtained with Dunn’s test and
corrected with the Benjamini-Hochberg procedure for FDR control.



