Supplementary Table S1
Table S1: Pairwise PERMANOVA results with FDR adjustment among groups
	Comparing groups (n)
	Alpha Diversity
	 
	Beta Diversity

	Group 1
	Group 2
	Metrics
	H
	p-value
	q-value
	[bookmark: _GoBack]Metrics
	pseudo-F
	p-value
	q-value

	GBS-Entry (57)
	HCs (57)
	Shannon
	0.52
	0.470
	0.470
	Bray-Curtis
	5.10
	0.001
	0.001

	
	
	Simpson
	1.65
	0.199
	0.199
	Jaccard
	3.22
	0.001
	0.001

	
	
	Chao
	0.16
	0.692
	0.692
	Weighted UniFrac
	7.59
	0.001
	0.001

	
	
	-
	-
	-
	-
	Unweighted UniFrac
	3.40
	0.001
	0.001

	GBS-6M (32)
	GBS (57)
	Shannon
	2.78
	0.095
	0.143
	Bray-Curtis
	2.58
	0.001
	0.002

	
	
	Simpson
	0.75
	0.388
	0.388
	Jaccard
	3.60
	0.001
	0.001

	
	
	Chao1
	13.02
	0.000
	0.000
	Weighted UniFrac
	2.45
	0.050
	0.050

	
	
	-
	-
	-
	-
	Unweighted UniFrac
	6.97
	0.001
	0.002

	GBS-6M (32)
	HCs (57)
	Shannon
	6.54
	0.011
	0.032
	Bray-Curtis
	3.13
	0.002
	0.002

	
	
	Simpson
	4.98
	0.026
	0.077
	Jaccard
	3.29
	0.001
	0.001

	
	
	Chao1
	15.47
	0.000
	0.000
	Weighted UniFrac
	6.66
	0.002
	0.003

	
	
	-
	-
	-
	-
	Unweighted UniFrac
	6.06
	0.001
	0.002



Alpha and beta diversity comparisons between study groups. Lower case ‘n’ denotes the sample size for each group. Alpha diversity was assessed using Shannon, Simpson, and Chao indices, with H statistics (Kruskal–Wallis test statistic) p-value (nominal significance level) q-value (false discovery rate–adjusted) reported. Beta diversity was assessed using Bray-Curtis, Jaccard, Weighted UniFrac, and Unweighted UniFrac distances, with pseudo-F (a permutation-based group separation statistic), p-values, and q-values reported for pairwise group comparisons between GBS, GBS-6M, and healthy controls.

