Integrative Transcriptomic and Metabolomic Analysis Reveals Variety-Specific Metabolic Divergence and Regulatory Networks in Fresh Leaves of Flue-Cured Tobacco
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	Sample
	Raw reads
	Clean Reads
	Q20%
	Q30%
	GCcontent/%
	Mapped reads

	KRK26_1
	51326258
	49965400
	98.82
	96.14
	41.63
	47689440(95.44%)

	KRK26_2
	56017188
	54687940
	98.84
	96.19
	42.04
	47133201(86.19%)

	KRK26_3
	49035384
	46848234
	98.41
	95.21
	41.52
	44119691(94.18%)

	NC55_1
	70223696
	68153888
	98.83
	96.18
	42.55
	65599420(96.25%)

	NC55_2
	57713498
	55669892
	98.88
	96.33
	41.93
	53182170(95.53%)

	NC55_3
	53779188
	52674956
	98.86
	96.23
	43.15
	50838319(96.51%)

	YY301_1
	50430428
	49257136
	98.8
	96.05
	41.9
	47538808(96.51%)

	YY301_2
	52856062
	51593590
	98.93
	96.45
	42.48
	49855722(96.63%)

	YY301_3
	58487392
	57343900
	98.87
	96.25
	42.39
	55589328(96.94%)

	YY87_1
	54175620
	53142132
	98.74
	95.84
	42.88
	51372459(96.67%)

	YY87_2
	47632222
	46710348
	98.9
	96.36
	42.59
	44932912(96.19%)

	YY87_3
	53704798
	52356190
	98.75
	95.93
	42.23
	50438953(96.34%)

	ZC208_1
	50901188
	49830652
	98.85
	96.2
	42.51
	47974133(96.27%)

	ZC208_2
	50298468
	49294614
	98.73
	95.82
	42.41
	47601540(96.57%)

	ZC208_3
	45175890
	43996952
	98.69
	95.7
	42.5
	42261873(96.06%)


Supplementary Table S1. Statistics of transcriptome sequencing data quality and read mapping
