Online Resources
Online Resource 1 Sample Clinical Information Form 
Online Resource 2. The sequences of all primers.
Online Resource 3 Principal component analysis (PCA). The horizontal axis (PC1) represents the first principal component, which explains the largest direction of variance in the data; the vertical axis (PC2) represents the second principal component, which explains the second largest direction of variance; and the third axis (PC3) represents the third principal component. Sample grouping: blue dots represent the control group, and orange dots represent the treatment group.
Online Resource 4. List of differentially expressed genes.
[bookmark: _GoBack]Online Resource 5. GO enrichment terms of differentially expressed genes.
Online Resource 6. KEGG pathways enriched in differentially expressed genes.
Online Resource 7. Boruta feature-importance distributions after a maximum of 500 runs. Green, yellow, and red boxes denote confirmed, tentative, and rejected features, respectively, and blue boxes denote shadow reference features; nine confirmed genes were retained.
Online Resource 8. Determination of 3 Candidate Transcriptional Group Characteristic Genes. (a)Venn diagram showing the overlap among LASSO, RF, and Boruta, which identified TAS2R60, GPLD1, and GPR42.(b)Normalized expression of the three genes in pre-treatment and post-treatment samples (n = 8 per group). Box centers indicate medians, boxes indicate interquartile ranges, and whiskers extend to 1.5 times the interquartile range. Groups were compared using a two-sided Wilcoxon rank-sum test. *P < 0.05; **P < 0.01. (c-e) Sensitivity analyses of the three candidate transcriptomic signature genes are performed using the LASSO (c), RF (d), and Boruta (e) methods.
Online Resource 9 Complete screening process of the three candidate transcriptomic signature genes.
Online Resource 10 ROC validation of the three candidate transcriptomic signature genes.
Online Resource 11. Significant GSEA pathways associated with biomarkers.
Online Resource 12 Two-dimensional ligand interaction diagrams of the three candidate transcriptomic signature genes. (a) GPLD1 (b) GPR42 (c)TAS2R60

