
10 20 30 40 50 60
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GTGAGAGAGCGTGCCTGCCCGCCGCACACGGGGCTGGTTTCCGGAGTGCGTCTCTAGAGG
NM_001322893.2 v16, mRNA GTGAGAGAGCGTGCCTGCCCGCCGCACACGGGGCTGGTTTCCGGAGTGCGTCTCTAGAGG
Clustal Consensus

70 80 90 100 110 120
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GATGCACGTTGCCTTAGCCGAGCTTCGGAGAGAAGCCTGATATGTAACCCAGGCAGGTGG
NM_001322893.2 v16, mRNA GATGCACGTTGCCTTAGCCGAGCTTCGGAGAGAAGCCTGATATGTAACCCAGGCAGGTGG
Clustal Consensus

130 140 150 160 170 180
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GAGCCTCAGTCTGTCGGGCTGAGGTCTGGCATCTACAAAGCCTCTTGGCCGTGTTCTGAA
NM_001322893.2 v16, mRNA GAGCCTCAGTCTGTCGGGCTGAGGTCTGGCATCTACAAAGCCTCTTGGCCGTGTTCTGAA
Clustal Consensus

190 200 210 220 230 240
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTTGAAGCCTGGAGGAGTTCTCTGCTCAGCACAGCCAAGGAACAGAATTAGAAGAAAAGG
NM_001322893.2 v16, mRNA CTTGAAGCCTGGAGGAGTTCTCTGCTCAGCACAGCCAAGGAACAGAATTAGAAGAAAAGG
Clustal Consensus

250 260 270 280 290 300
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AACCCTGGCCTGAGG---------------------CAGGTGACAAACATTACCACCCCA
NM_001322893.2 v16, mRNA AACCCTGGCCTGAGGTAAAGCGGACATTGCACAAGGCAGGTGACAAACATTACCACCCCA
Clustal Consensus

310 320 330 340 350 360
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 -----------------------------ATGTTCACAGAAGGAGAGGAAATGTATCTTC
NM_001322892.2 v15, mRNA GCTGTGCACGATGCAGCAGATGCAACCAGATGTTCACAGAAGGAGAGGAAATGTATCTTC
NM_001322893.2 v16, mRNA GCTGTGCACGATGCAGCAGATGCAACCAGATGTTCACAGAAGGAGAGGAAATGTATCTTC
Clustal Consensus  *******************************

370 380 390 400 410 420
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 AAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTGC
NM_001322892.2 v15, mRNA AAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTGC
NM_001322893.2 v16, mRNA AAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTGC
Clustal Consensus ************************************************************

430 440 450 460 470 480
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 GGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCT
NM_001322892.2 v15, mRNA GGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCT
NM_001322893.2 v16, mRNA GGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCT
Clustal Consensus ************************************************************

490 500 510 520 530 540
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 CACCAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAG
NM_001322892.2 v15, mRNA CACCAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAG
NM_001322893.2 v16, mRNA CACCAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAG
Clustal Consensus ************************************************************

550 560 570 580 590 600
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 CAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGATCTTATTACCTATG
NM_001322892.2 v15, mRNA CAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGATCTTATTACCTATG
NM_001322893.2 v16, mRNA CAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGATCTTATTACCTATG
Clustal Consensus ************************************************************

610 620 630 640 650 660
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 AGCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCTC
NM_001322892.2 v15, mRNA AGCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCTC
NM_001322893.2 v16, mRNA AGCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCTC



Clustal Consensus ************************************************************

670 680 690 700 710 720
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 CGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGA
NM_001322892.2 v15, mRNA CGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGA
NM_001322893.2 v16, mRNA CGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGA
Clustal Consensus ************************************************************

730 740 750 760 770 780
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 TCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACA
NM_001322892.2 v15, mRNA TCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACA
NM_001322893.2 v16, mRNA TCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACA
Clustal Consensus ************************************************************

790 800 810 820 830 840
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 CTCCAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGATCAAGGAATCAACATTT
NM_001322892.2 v15, mRNA CTCCAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGATCAAGGAATCAACATTT
NM_001322893.2 v16, mRNA CTCCAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGATCAAGGAATCAACATTT
Clustal Consensus ************************************************************

850 860 870 880 890 900
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ACCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAG
NM_001322892.2 v15, mRNA ACCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAG
NM_001322893.2 v16, mRNA ACCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAG
Clustal Consensus ************************************************************

910 920 930 940 950 960
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 AAGATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACAC
NM_001322892.2 v15, mRNA AAGATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACAC
NM_001322893.2 v16, mRNA AAGATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACAC
Clustal Consensus ************************************************************

970 980 990 1000 1010 1020
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 CAAAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTCGTAGGACCTGACA
NM_001322892.2 v15, mRNA CAAAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTCGTAGGACCTGACA
NM_001322893.2 v16, mRNA CAAAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTCGTAGGACCTGACA
Clustal Consensus ************************************************************

1030 1040 1050 1060 1070 1080
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 TGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAGC
NM_001322892.2 v15, mRNA TGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAGC
NM_001322893.2 v16, mRNA TGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAGC
Clustal Consensus ************************************************************

1090 1100 1110 1120 1130 1140
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 TTCAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAG
NM_001322892.2 v15, mRNA TTCAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAG
NM_001322893.2 v16, mRNA TTCAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAG
Clustal Consensus ************************************************************

1150 1160 1170 1180 1190 1200
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 AGATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCA
NM_001322892.2 v15, mRNA AGATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCA
NM_001322893.2 v16, mRNA AGATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCA
Clustal Consensus ************************************************************

1210 1220 1230 1240 1250 1260
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 TCAACTCAGCTTCACATATTCCATCATCTAAAACTGCATCTCTCCCTGGCTATGGAAGAA
NM_001322892.2 v15, mRNA TCAACTCAGCTTCACATATTCCATCATCTAAAACTGCATCTCTCCCTGGCTATGGAAGAA
NM_001322893.2 v16, mRNA TCAACTCAGCTTCACATATTCCATCATCTAAAACTGCATCTCTCCCTGGCTATGGAAGAA
Clustal Consensus ************************************************************

1270 1280 1290 1300 1310 1320
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ATGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGCTATGGGGATGTCA



NM_001322892.2 v15, mRNA ATGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGCTATGGGGATGTCA
NM_001322893.2 v16, mRNA ATGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGCTATGGGGATGTCA
Clustal Consensus ************************************************************

1330 1340 1350 1360 1370 1380
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 GCGGGGGAGTGCGAGATTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGG
NM_001322892.2 v15, mRNA GCGGGGGAGTGCGAGATTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGG
NM_001322893.2 v16, mRNA GCGGGGGAGTGCGAGATTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGG
Clustal Consensus ************************************************************

1390 1400 1410 1420 1430 1440
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ACCGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCA
NM_001322892.2 v15, mRNA ACCGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCA
NM_001322893.2 v16, mRNA ACCGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCA
Clustal Consensus ************************************************************

1450 1460 1470 1480 1490 1500
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 TGGTGACCAACAGAGGGCGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGC
NM_001322892.2 v15, mRNA TGGTGACCAACAGAGGGCGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGC
NM_001322893.2 v16, mRNA TGGTGACCAACAGAGGGCGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGC
Clustal Consensus ************************************************************

1510 1520 1530 1540 1550 1560
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 GCCACTTAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACA
NM_001322892.2 v15, mRNA GCCACTTAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACA
NM_001322893.2 v16, mRNA GCCACTTAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACA
Clustal Consensus ************************************************************

1570 1580 1590 1600 1610 1620
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 GGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTCTTCTAA-------
NM_001322892.2 v15, mRNA GGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTCTTCTAAGTCCCAC
NM_001322893.2 v16, mRNA GGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTCTTCTAAGTCCCAC
Clustal Consensus ***************************************************** 

1630 1640 1650 1660 1670 1680
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCGTGAATGGCAATTAGAGAAAGGACTGACAGTGGCGGTGCCCCATAGGATGTCATATTG
NM_001322893.2 v16, mRNA TCGTGAATGGCAATTAGAGAAAGGACTGACAGTGGCGGTGCCCCATAGGATGTCATATTG
Clustal Consensus

1690 1700 1710 1720 1730 1740
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AGGCCCAAACTTGATTGGAGAATTTGCAAACTACCGTCGCTCAGCAACACCAAAAAGAGA
NM_001322893.2 v16, mRNA AGGCCCAAACTTGATTGGAGAATTTGCAAACTACCGTCGCTCAGCAACACCAAAAAGAGA
Clustal Consensus

1750 1760 1770 1780 1790 1800
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AAGTCTGGTTAAAACACCATGAGTCAAATGTCGGGCCAGCCAACAGTAACACTTGCCAAG
NM_001322893.2 v16, mRNA AAGTCTGGTTAAAACACCATGAGTCAAATGTCGGGCCAGCCAACAGTAACACTTGCCAAG
Clustal Consensus

1810 1820 1830 1840 1850 1860
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AAGCATGGCGTAGAAATTTCTATGTTCCGAAACACAGAGTAGTGTCCACATGTGAGCTTT
NM_001322893.2 v16, mRNA AAGCATGGCGTAGAAATTTCTATGTTCCGAAACACAGAGTAGTGTCCACATGTGAGCTTT
Clustal Consensus

1870 1880 1890 1900 1910 1920
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCACATTACCTTATGTATACAACAGGAGCTGCGTTGTTTTCTTCTTTTTCTTTTCCTTTA
NM_001322893.2 v16, mRNA TCACATTACCTTATGTATACAACAGGAGCTGCGTTGTTTTCTTCTTTTTCTTTTCCTTTA
Clustal Consensus

1930 1940 1950 1960 1970 1980



....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCTGTTGTCCAACAACAGTGCTGACTGTCCGGATAAGAGCTGGCAAGTGCCCTTAGGATG
NM_001322893.2 v16, mRNA TCTGTTGTCCAACAACAGTGCTGACTGTCCGGATAAGAGCTGGCAAGTGCCCTTAGGATG
Clustal Consensus

1990 2000 2010 2020 2030 2040
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCGCATGGGAAAAATCGGTTATCATAATTTCAAAGTATAAATATATTTATTAAGTAGCGC
NM_001322893.2 v16, mRNA CCGCATGGGAAAAATCGGTTATCATAATTTCAAAGTATAAATATATTTATTAAGTAGCGC
Clustal Consensus

2050 2060 2070 2080 2090 2100
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TGCGGCTAAGAAGGAAGAGTGAGGGGTCTGTCCATGGGGTGGCAGTGATTTCACACCCGC
NM_001322893.2 v16, mRNA TGCGGCTAAGAAGGAAGAGTGAGGGGTCTGTCCATGGGGTGGCAGTGATTTCACACCCGC
Clustal Consensus

2110 2120 2130 2140 2150 2160
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTTTCTTGAATGGCTTCGTGTTACTCAGCCGTGCCCTGGCAGGAATGGAACTCCATCAGG
NM_001322893.2 v16, mRNA CTTTCTTGAATGGCTTCGTGTTACTCAGCCGTGCCCTGGCAGGAATGGAACTCCATCAGG
Clustal Consensus

2170 2180 2190 2200 2210 2220
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GAACAGGGCAGCTCTGTTTGAATGGGGTGAAAAACAGCAAAATTAATTCTTAGCAAGCTC
NM_001322893.2 v16, mRNA GAACAGGGCAGCTCTGTTTGAATGGGGTGAAAAACAGCAAAATTAATTCTTAGCAAGCTC
Clustal Consensus

2230 2240 2250 2260 2270 2280
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTTGTTCTCTACTGTTCACCGGGACCTGGCTGGCAAATGACTTAGCTATTAGTATATTTA
NM_001322893.2 v16, mRNA CTTGTTCTCTACTGTTCACCGGGACCTGGCTGGCAAATGACTTAGCTATTAGTATATTTA
Clustal Consensus

2290 2300 2310 2320 2330 2340
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AAAACTGTTCAAAAGCAAAAGAGAAGGAACAGGAATGAAAGGAAACCTTCCCTTAACTCT
NM_001322893.2 v16, mRNA AAAACTGTTCAAAAGCAAAAGAGAAGGAACAGGAATGAAAGGAAACCTTCCCTTAACTCT
Clustal Consensus

2350 2360 2370 2380 2390 2400
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTCTGCTTCCCATAGCAGGTCTGGTTCCTGCTCCCCGCCTAGGACAGGAGCTGTCTGGAG
NM_001322893.2 v16, mRNA TTCTGCTTCCCATAGCAGGTCTGGTTCCTGCTCCCCGCCTAGGACAGGAGCTGTCTGGAG
Clustal Consensus

2410 2420 2430 2440 2450 2460
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTCCACCTTTGCAAAGAAAGGAAAAACACAAATTGCCCCCAGATTGGCCCAGTGGCATGC
NM_001322893.2 v16, mRNA CTCCACCTTTGCAAAGAAAGGAAAAACACAAATTGCCCCCAGATTGGCCCAGTGGCATGC
Clustal Consensus

2470 2480 2490 2500 2510 2520
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CATTAGGTGATTTTGCATAGGGGCCATATCATTCATGGCCAAAAAAAACCAAAAAGCAAA
NM_001322893.2 v16, mRNA CATTAGGTGATTTTGCATAGGGGCCATATCATTCATGGCCAAAAAAAACCAAAAAGCAAA
Clustal Consensus

2530 2540 2550 2560 2570 2580
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AAACAAAAACAAGTCCCATGTCCTACTGACTCTAGTTCTTCCAGTCGTTATCCTCTGCTG
NM_001322893.2 v16, mRNA AAACAAAAACAAGTCCCATGTCCTACTGACTCTAGTTCTTCCAGTCGTTATCCTCTGCTG
Clustal Consensus



2590 2600 2610 2620 2630 2640
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCTCTCTGGCATCCTATGAATCAGATCAAGCCCATGCTGTTGTTGGTTTTTAAGGTTTCT
NM_001322893.2 v16, mRNA TCTCTCTGGCATCCTATGAATCAGATCAAGCCCATGCTGTTGTTGGTTTTTAAGGTTTCT
Clustal Consensus

2650 2660 2670 2680 2690 2700
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTCAATAATAGGCTAAGGAAAGACATGTTTTTCTCTTTTAAATCTCTGCAACTCCAAAGT
NM_001322893.2 v16, mRNA TTCAATAATAGGCTAAGGAAAGACATGTTTTTCTCTTTTAAATCTCTGCAACTCCAAAGT
Clustal Consensus

2710 2720 2730 2740 2750 2760
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AGACTCCTTCGAACGTATTTAATTTGGCCTTTTCAGCTTTCTTCTTGCCCAGCTCTGTCG
NM_001322893.2 v16, mRNA AGACTCCTTCGAACGTATTTAATTTGGCCTTTTCAGCTTTCTTCTTGCCCAGCTCTGTCG
Clustal Consensus

2770 2780 2790 2800 2810 2820
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AATTCATGGGTGTGTGTGCACATGTTGGTTTCACTCACCCAGAGTAATTTTGTGAGCATG
NM_001322893.2 v16, mRNA AATTCATGGGTGTGTGTGCACATGTTGGTTTCACTCACCCAGAGTAATTTTGTGAGCATG
Clustal Consensus

2830 2840 2850 2860 2870 2880
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CATGTGCTTTTTAATTTCTGCTTGAATGTTTGTCCTGCTGTGTTGCAGCTTCTAAAGACA
NM_001322893.2 v16, mRNA CATGTGCTTTTTAATTTCTGCTTGAATGTTTGTCCTGCTGTGTTGCAGCTTCTAAAGACA
Clustal Consensus

2890 2900 2910 2920 2930 2940
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTGTCACCGAGTGTGTGTGACTCAAAGATCAAGAGTGAGGCTAAACTGCGACCCCAACAT
NM_001322893.2 v16, mRNA TTGTCACCGAGTGTGTGTGACTCAAAGATCAAGAGTGAGGCTAAACTGCGACCCCAACAT
Clustal Consensus

2950 2960 2970 2980 2990 3000
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CACTTCCTTCATGGAAAGGTGTTGGCGCTGATGTAGCTCATGGAAGGATCAGACTGGGAA
NM_001322893.2 v16, mRNA CACTTCCTTCATGGAAAGGTGTTGGCGCTGATGTAGCTCATGGAAGGATCAGACTGGGAA
Clustal Consensus

3010 3020 3030 3040 3050 3060
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCACAGAGGAAGGATGAGGTGGGATGTGGAGGTCAGAGCATCTCACGAGAGTCCCTCAGG
NM_001322893.2 v16, mRNA CCACAGAGGAAGGATGAGGTGGGATGTGGAGGTCAGAGCATCTCACGAGAGTCCCTCAGG
Clustal Consensus

3070 3080 3090 3100 3110 3120
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTCTGCAACACTAGATTCGAATATGAGCCTAGGGTTTCCCCAACACGTGCGTGCATATGA
NM_001322893.2 v16, mRNA CTCTGCAACACTAGATTCGAATATGAGCCTAGGGTTTCCCCAACACGTGCGTGCATATGA
Clustal Consensus

3130 3140 3150 3160 3170 3180
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AACCACATCATGATTCCCGACGTGAGTTAGATGAGGGAGAGTTTGTGTAACTCCACACCC
NM_001322893.2 v16, mRNA AACCACATCATGATTCCCGACGTGAGTTAGATGAGGGAGAGTTTGTGTAACTCCACACCC
Clustal Consensus

3190 3200 3210 3220 3230 3240
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AGGAGGGTAAGCCACTTTATTATCATGCTTTGGGGCTGTGCTTAAGAATTTAAGCTCTGT



NM_001322893.2 v16, mRNA AGGAGGGTAAGCCACTTTATTATCATGCTTTGGGGCTGTGCTTAAGAATTTAAGCTCTGT
Clustal Consensus

3250 3260 3270 3280 3290 3300
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTTAAAGCCGAAGAAGAAAACATTTGAATTTACCTTCATATGCCACTAAGAACAAAAGCT
NM_001322893.2 v16, mRNA TTTAAAGCCGAAGAAGAAAACATTTGAATTTACCTTCATATGCCACTAAGAACAAAAGCT
Clustal Consensus

3310 3320 3330 3340 3350 3360
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTGAAGTTCTTCCTGCTGGCACCAAATATTAGGATTACAAGCTGTCTCTCTGACACCAGT
NM_001322893.2 v16, mRNA CTGAAGTTCTTCCTGCTGGCACCAAATATTAGGATTACAAGCTGTCTCTCTGACACCAGT
Clustal Consensus

3370 3380 3390 3400 3410 3420
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GGTAAAAAAGCAAGTAGAATAGTTTCTGAGTCTGTGTTGCAGCCTCTGACACGTGGCTCA
NM_001322893.2 v16, mRNA GGTAAAAAAGCAAGTAGAATAGTTTCTGAGTCTGTGTTGCAGCCTCTGACACGTGGCTCA
Clustal Consensus

3430 3440 3450 3460 3470 3480
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCGCTGTCATTTGGGGGATGGAATGAACAGTCACTGTTCTATAGCATCCTCCTGTGCTCT
NM_001322893.2 v16, mRNA CCGCTGTCATTTGGGGGATGGAATGAACAGTCACTGTTCTATAGCATCCTCCTGTGCTCT
Clustal Consensus

3490 3500 3510 3520 3530 3540
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TACCTAAGGAATCTAAATTGTCCTAGCCTTCCATTGCTATGCACTGAATGAGGACTACTC
NM_001322893.2 v16, mRNA TACCTAAGGAATCTAAATTGTCCTAGCCTTCCATTGCTATGCACTGAATGAGGACTACTC
Clustal Consensus

3550 3560 3570 3580 3590 3600
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGGATCTA
NM_001322893.2 v16, mRNA TCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGGATCTA
Clustal Consensus

3610 3620 3630 3640 3650 3660
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTAACATGTTTAGCAAATGGCTCTGACAGGGTGGCCATGAGCAGATGAGACCAGCTCTTG
NM_001322893.2 v16, mRNA CTAACATGTTTAGCAAATGGCTCTGACAGGGTGGCCATGAGCAGATGAGACCAGCTCTTG
Clustal Consensus

3670 3680 3690 3700 3710 3720
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTTGGTTGGAAGCCACACTGCAGTTTGCAGTTTAGCCTTTGGTGTCTCAGTGGCTTCTTG
NM_001322893.2 v16, mRNA CTTGGTTGGAAGCCACACTGCAGTTTGCAGTTTAGCCTTTGGTGTCTCAGTGGCTTCTTG
Clustal Consensus

3730 3740 3750 3760 3770 3780
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTTATTCCATGCTTTTTCTATCCCATCCTCTCTCTGTGCCCTCCTGCAATGGCAGCCTTG
NM_001322893.2 v16, mRNA CTTATTCCATGCTTTTTCTATCCCATCCTCTCTCTGTGCCCTCCTGCAATGGCAGCCTTG
Clustal Consensus

3790 3800 3810 3820 3830 3840
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GCACAATGCCTGGGTGTCCTCATCCTTGCTTTACTCTGGAAAGTGTGGGGATGGAGAGGA
NM_001322893.2 v16, mRNA GCACAATGCCTGGGTGTCCTCATCCTTGCTTTACTCTGGAAAGTGTGGGGATGGAGAGGA
Clustal Consensus

3850 3860 3870 3880 3890 3900
....|....|....|....|....|....|....|....|....|....|....|....|



CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TGGTGCATTTCCAGTGCTTCCTTACCTGTCAATAACAATGGTGGCCACCTGGGTCCCAGC
NM_001322893.2 v16, mRNA TGGTGCATTTCCAGTGCTTCCTTACCTGTCAATAACAATGGTGGCCACCTGGGTCCCAGC
Clustal Consensus

3910 3920 3930 3940 3950 3960
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA ACTTGGCTGGTGGAGAGATTTTTTTCATTATGGAGCTAATAAAGGGTCCCTACGTTTTAC
NM_001322893.2 v16, mRNA ACTTGGCTGGTGGAGAGATTTTTTTCATTATGGAGCTAATAAAGGGTCCCTACGTTTTAC
Clustal Consensus

3970 3980 3990 4000 4010 4020
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA ATTGATTAATGAATTATCACCCAGACATGTGCAGATGAAATGTCAATATAAGAAAAATCA
NM_001322893.2 v16, mRNA ATTGATTAATGAATTATCACCCAGACATGTGCAGATGAAATGTCAATATAAGAAAAATCA
Clustal Consensus

4030 4040 4050 4060 4070 4080
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AGGTATTTGGGAAACATGGGCATAATCAGGTAGTTTTGCTAAAATTCCTCTTCCTTGGTC
NM_001322893.2 v16, mRNA AGGTATTTGGGAAACATGGGCATAATCAGGTAGTTTTGCTAAAATTCCTCTTCCTTGGTC
Clustal Consensus

4090 4100 4110 4120 4130 4140
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TACATAAAGAAGACATGGGTCTGTCATAGAATGGGGACATTAGACTGAAAACTGGGACAA
NM_001322893.2 v16, mRNA TACATAAAGAAGACATGGGTCTGTCATAGAATGGGGACATTAGACTGAAAACTGGGACAA
Clustal Consensus

4150 4160 4170 4180 4190 4200
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCCCCTTCCTTATTTTATAGAGACTAGGAGTTAAGGGGCCTGCCTAAGATTGCAGTGATA
NM_001322893.2 v16, mRNA CCCCCTTCCTTATTTTATAGAGACTAGGAGTTAAGGGGCCTGCCTAAGATTGCAGTGATA
Clustal Consensus

4210 4220 4230 4240 4250 4260
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AAGAACTGAACCCTAAATCAGCTCCCACTAATGAAACCCTGCTTTCCTTGTATCTTTTAA
NM_001322893.2 v16, mRNA AAGAACTGAACCCTAAATCAGCTCCCACTAATGAAACCCTGCTTTCCTTGTATCTTTTAA
Clustal Consensus

4270 4280 4290 4300 4310 4320
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA ACTCAGTTCTGCATCCAACTTGAGAAGAAAAAAAGCTTCTTTCCATATCAAGTACCATAT
NM_001322893.2 v16, mRNA ACTCAGTTCTGCATCCAACTTGAGAAGAAAAAAAGCTTCTTTCCATATCAAGTACCATAT
Clustal Consensus

4330 4340 4350 4360 4370 4380
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GAGTTCATTTAAACTGCACCTTGCAGAAATGCATTGCCAGAAAGCACCAGTAGCCTCCTA
NM_001322893.2 v16, mRNA GAGTTCATTTAAACTGCACCTTGCAGAAATGCATTGCCAGAAAGCACCAGTAGCCTCCTA
Clustal Consensus

4390 4400 4410 4420 4430 4440
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCTGCAAGCAGAGTAGTGCTCTGCTCTGGGGAGGGGTCATTGGAAACCATAATGCAGAGT
NM_001322893.2 v16, mRNA TCTGCAAGCAGAGTAGTGCTCTGCTCTGGGGAGGGGTCATTGGAAACCATAATGCAGAGT
Clustal Consensus

4450 4460 4470 4480 4490 4500
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GGGCCCCCTACTCCATTTCCCAGCAAAAGGCTCCAGCTGGAGGGATGGGTTGTGGGGCAA
NM_001322893.2 v16, mRNA GGGCCCCCTACTCCATTTCCCAGCAAAAGGCTCCAGCTGGAGGGATGGGTTGTGGGGCAA
Clustal Consensus



4510 4520 4530 4540 4550 4560
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCTGGTTCCTGCTAACTGCCAGATTGAATGTGTGGGCTAGAATGCCTGCACATTTAGTTA
NM_001322893.2 v16, mRNA CCTGGTTCCTGCTAACTGCCAGATTGAATGTGTGGGCTAGAATGCCTGCACATTTAGTTA
Clustal Consensus

4570 4580 4590 4600 4610 4620
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AACTGGGCTCAGCATGCTTGTCCTCAAAATGTCCATCCTGGTCACAGCACACAAGATGGC
NM_001322893.2 v16, mRNA AACTGGGCTCAGCATGCTTGTCCTCAAAATGTCCATCCTGGTCACAGCACACAAGATGGC
Clustal Consensus

4630 4640 4650 4660 4670 4680
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TATTGGTCTGCTTTTACCCTACCCTGTACTATACATGAAAATTCCAGTTATTAACACACT
NM_001322893.2 v16, mRNA TATTGGTCTGCTTTTACCCTACCCTGTACTATACATGAAAATTCCAGTTATTAACACACT
Clustal Consensus

4690 4700 4710 4720 4730 4740
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CAAACTGGTGGAGCTTGTTCACCCTAGGAAGGGGATTGTATATATGGCAGGCTTCCCTGG
NM_001322893.2 v16, mRNA CAAACTGGTGGAGCTTGTTCACCCTAGGAAGGGGATTGTATATATGGCAGGCTTCCCTGG
Clustal Consensus

4750 4760 4770 4780 4790 4800
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TGCCGATGTAAAGGGCTACATTTGGGAACATTTGACTTCCTTGGGACTCTTAAGTGCATA
NM_001322893.2 v16, mRNA TGCCGATGTAAAGGGCTACATTTGGGAACATTTGACTTCCTTGGGACTCTTAAGTGCATA
Clustal Consensus

4810 4820 4830 4840 4850 4860
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA ATGATGGCATGAAGTAAAAGGGGCCTCAATGATGATAGGAAAATCAGTTCTTTTAAAATT
NM_001322893.2 v16, mRNA ATGATGGCATGAAGTAAAAGGGGCCTCAATGATGATAGGAAAATCAGTTCTTTTAAAATT
Clustal Consensus

4870 4880 4890 4900 4910 4920
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCTTCAAGAAAATCCAGGCTATCACATAGTCTTTCTGTGTGACTTATTAGGAGATAGGAA
NM_001322893.2 v16, mRNA TCTTCAAGAAAATCCAGGCTATCACATAGTCTTTCTGTGTGACTTATTAGGAGATAGGAA
Clustal Consensus

4930 4940 4950 4960 4970 4980
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GAGCATTGGGAAACTTGCACAGCTAGCTATGCATCTACATTTTGGTTTGGGGTTAGTTAT
NM_001322893.2 v16, mRNA GAGCATTGGGAAACTTGCACAGCTAGCTATGCATCTACATTTTGGTTTGGGGTTAGTTAT
Clustal Consensus

4990 5000 5010 5020 5030 5040
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GAAATGTTCTTAATATGACGTGTTCAATAACTTCACATAAACTTCCTGTTCTCCAAAACC
NM_001322893.2 v16, mRNA GAAATGTTCTTAATATGACGTGTTCAATAACTTCACATAAACTTCCTGTTCTCCAAAACC
Clustal Consensus

5050 5060 5070 5080 5090 5100
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCAAAGAGATAGAGTTAATGAGTTGTTGTTTTTTTTTAAATGGGGGTAGTTTTCTATCTG
NM_001322893.2 v16, mRNA TCAAAGAGATAGAGTTAATGAGTTGTTGTTTTTTTTTAAATGGGGGTAGTTTTCTATCTG
Clustal Consensus

5110 5120 5130 5140 5150 5160
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCATGGGCTCTAGCATCTACTCCGCTACCCAATTCTGTCATCTCCAAGCTGAGTTTCCTC
NM_001322893.2 v16, mRNA TCATGGGCTCTAGCATCTACTCCGCTACCCAATTCTGTCATCTCCAAGCTGAGTTTCCTC



Clustal Consensus

5170 5180 5190 5200 5210 5220
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTCTGAGGCAGAGGCTGGAGCAGTTCTTTTTCAGTTCTCATCCTCTCCATCCCAATCCAG
NM_001322893.2 v16, mRNA TTCTGAGGCAGAGGCTGGAGCAGTTCTTTTTCAGTTCTCATCCTCTCCATCCCAATCCAG
Clustal Consensus

5230 5240 5250 5260 5270 5280
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TATATCAATCAACTCTAACTCGGAGACGTCTAGCTGGCAATGTTTCTAAAACTTTCACTG
NM_001322893.2 v16, mRNA TATATCAATCAACTCTAACTCGGAGACGTCTAGCTGGCAATGTTTCTAAAACTTTCACTG
Clustal Consensus

5290 5300 5310 5320 5330 5340
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GATTTCTTTAGACATTGAAGCAAACATTTTTTTCTAAGAATTGCTTCTCAGATGATGATA
NM_001322893.2 v16, mRNA GATTTCTTTAGACATTGAAGCAAACATTTTTTTCTAAGAATTGCTTCTCAGATGATGATA
Clustal Consensus

5350 5360 5370 5380 5390 5400
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCAAATGTATATGCTTTTGCAAGTTTGAAAAGTTCAAATTAACCACTTTTGACTAGGTAA
NM_001322893.2 v16, mRNA TCAAATGTATATGCTTTTGCAAGTTTGAAAAGTTCAAATTAACCACTTTTGACTAGGTAA
Clustal Consensus

5410 5420 5430 5440 5450 5460
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GTCTTTCTAAAAACCATTTAAAGCTAACTGGGTCTTAGCATCCTCCTGTGTATGGAAGAG
NM_001322893.2 v16, mRNA GTCTTTCTAAAAACCATTTAAAGCTAACTGGGTCTTAGCATCCTCCTGTGTATGGAAGAG
Clustal Consensus

5470 5480 5490 5500 5510 5520
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA ACAGGTGACCGCTCCAGGTTGGGTGCTCACAGAACCCTTTTCCTGACTCTCATGGAAGAT
NM_001322893.2 v16, mRNA ACAGGTGACCGCTCCAGGTTGGGTGCTCACAGAACCCTTTTCCTGACTCTCATGGAAGAT
Clustal Consensus

5530 5540 5550 5560 5570 5580
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GGTGGAAGGAAAATAGACTGTCTCATCAACCCTCCTGTGTCCTCTGAAGCAATCTCAGTT
NM_001322893.2 v16, mRNA GGTGGAAGGAAAATAGACTGTCTCATCAACCCTCCTGTGTCCTCTGAAGCAATCTCAGTT
Clustal Consensus

5590 5600 5610 5620 5630 5640
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTTATTAACCACCTCTTCTGTGTTTCTGGTAGCTATTTAACCTGTATTTAATCTGTACTT
NM_001322893.2 v16, mRNA TTTATTAACCACCTCTTCTGTGTTTCTGGTAGCTATTTAACCTGTATTTAATCTGTACTT
Clustal Consensus

5650 5660 5670 5680 5690 5700
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCTATGCCAGCCTCAATTTTATTTGATTTTTACAATTATTCTCTTCTAACCAATGAAGTG
NM_001322893.2 v16, mRNA CCTATGCCAGCCTCAATTTTATTTGATTTTTACAATTATTCTCTTCTAACCAATGAAGTG
Clustal Consensus

5710 5720 5730 5740 5750 5760
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTTGTCAGTATGCCCCAAAGCTTGCTCTTTTGTGCTCCCTTTTGAATAACTTTCTATCCA
NM_001322893.2 v16, mRNA TTTGTCAGTATGCCCCAAAGCTTGCTCTTTTGTGCTCCCTTTTGAATAACTTTCTATCCA
Clustal Consensus

5770 5780 5790 5800 5810 5820
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------



NM_001322892.2 v15, mRNA GAAAAAGAGATTATTTGGGACTTGAGATTTGCAGTGATACCAACTTATAGCAATGATGTA
NM_001322893.2 v16, mRNA GAAAAAGAGATTATTTGGGACTTGAGATTTGCAGTGATACCAACTTATAGCAATGATGTA
Clustal Consensus

5830 5840 5850 5860 5870 5880
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTTTAAGGGAACTACCCAACTATGTTGTGATAGAAGAAAGAGAAACCTTCACTTTGGCAT
NM_001322893.2 v16, mRNA CTTTAAGGGAACTACCCAACTATGTTGTGATAGAAGAAAGAGAAACCTTCACTTTGGCAT
Clustal Consensus

5890 5900 5910 5920 5930 5940
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TTTTTTTTAATCACTGTTTATTTTTCTGTTTGCGGCCCAGGAAGCAGTGGGAGGTGGTGG
NM_001322893.2 v16, mRNA TTTTTTTTAATCACTGTTTATTTTTCTGTTTGCGGCCCAGGAAGCAGTGGGAGGTGGTGG
Clustal Consensus

5950 5960 5970 5980 5990 6000
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CAGATATGCTTTGCATATGGATTGTTATGTTTTTATTTGGGCAAGTTTAATCATGGAAAA
NM_001322893.2 v16, mRNA CAGATATGCTTTGCATATGGATTGTTATGTTTTTATTTGGGCAAGTTTAATCATGGAAAA
Clustal Consensus

6010 6020 6030 6040 6050 6060
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CTCAAAAAGAAGGGGGGAAATGGTCAGTTTAAGCCAAAAGAAACTTTCTAAACAATGTAT
NM_001322893.2 v16, mRNA CTCAAAAAGAAGGGGGGAAATGGTCAGTTTAAGCCAAAAGAAACTTTCTAAACAATGTAT
Clustal Consensus

6070 6080 6090 6100 6110 6120
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AGGTACACAGCAAAATTAAACAAATCCAACAATTTCTGAAGCTTAGTGTAATTGAGTGGT
NM_001322893.2 v16, mRNA AGGTACACAGCAAAATTAAACAAATCCAACAATTTCTGAAGCTTAGTGTAATTGAGTGGT
Clustal Consensus

6130 6140 6150 6160 6170 6180
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GGTTGTTATTCAATAAAATTATTCCCAAAAGTGTTTCTCCTAAGAGTGCAGTTCCCATGA
NM_001322893.2 v16, mRNA GGTTGTTATTCAATAAAATTATTCCCAAAAGTGTTTCTCCTAAGAGTGCAGTTCCCATGA
Clustal Consensus

6190 6200 6210 6220 6230 6240
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GTCACTTCCTGAACCCATTGACCAAAGGTGGACAGAGACAATCCTGTAGACCTTGACATT
NM_001322893.2 v16, mRNA GTCACTTCCTGAACCCATTGACCAAAGGTGGACAGAGACAATCCTGTAGACCTTGACATT
Clustal Consensus

6250 6260 6270 6280 6290 6300
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CAGAAAGATGTGAGCTGCTTACTGATCATATATGCATACGTTTCTTTACAGCAGAGGAAA
NM_001322893.2 v16, mRNA CAGAAAGATGTGAGCTGCTTACTGATCATATATGCATACGTTTCTTTACAGCAGAGGAAA
Clustal Consensus

6310 6320 6330 6340 6350 6360
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CCATTGTCCACAAAACTGATGTTCTTTTGGGGTTTTATGTACAGACTTGTCCAATCATGT
NM_001322893.2 v16, mRNA CCATTGTCCACAAAACTGATGTTCTTTTGGGGTTTTATGTACAGACTTGTCCAATCATGT
Clustal Consensus

6370 6380 6390 6400 6410 6420
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA GTGTGGTTCCTGCGAGTTGCTGATGACTCCGCATTGAAGCTCTCTGAGTTCTTTGATTTT
NM_001322893.2 v16, mRNA GTGTGGTTCCTGCGAGTTGCTGATGACTCCGCATTGAAGCTCTCTGAGTTCTTTGATTTT
Clustal Consensus

6430 6440 6450 6460 6470 6480



....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AAGTTGGGTTTATGGAATTTTTTCAAATGTTGGAAGGTGTGTGGTTCTTCCTGCCCTCCC
NM_001322893.2 v16, mRNA AAGTTGGGTTTATGGAATTTTTTCAAATGTTGGAAGGTGTGTGGTTCTTCCTGCCCTCCC
Clustal Consensus

6490 6500 6510 6520 6530 6540
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TCCCCTTTTGGAAATATGAAAGCAAATGTTTAGAAGAATTCCTTTTGAAAAGCTGTGTCG
NM_001322893.2 v16, mRNA TCCCCTTTTGGAAATATGAAAGCAAATGTTTAGAAGAATTCCTTTTGAAAAGCTGTGTCG
Clustal Consensus

6550 6560 6570 6580 6590 6600
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA TGTTCCCTGTGAAACTGAGCAGGTGTGTGTTGGCGCGCTAAGTGCCACATGCTTGTGTGT
NM_001322893.2 v16, mRNA TGTTCCCTGTGAAACTGAGCAGGTGTGTGTTGGCGCGCTAAGTGCCACATGCTTGTGTGT
Clustal Consensus

6610 6620 6630 6640 6650 6660
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA AGAGGAGGAGGTGGCCCTGCCGGCTCCGCGCTGCTGTGCCTGTGATCCCTACCTGCTCCC
NM_001322893.2 v16, mRNA AGAGGAGGAGGTGGCCCTGCCGGCTCCGCGCTGCTGTGCCTGTGATCCCTACCTGCTCCC
Clustal Consensus

6670 6680 6690 6700 6710 6720
....|....|....|....|....|....|....|....|....|....|....|....|

CDS 309..1592 ------------------------------------------------------------
NM_001322892.2 v15, mRNA CGCTCCTGTTGCCAGCAGCACTCACTGCACTCCTTTGTCATATACTCTGCATCACTGTCA
NM_001322893.2 v16, mRNA CGCTCCTGTTGCCAGCAGCACTCACTGCACTCCTTTGTCATATACTCTGCATCACTGTCA
Clustal Consensus

6730 6740 6750 6760
....|....|....|....|....|....|....|....|.

CDS 309..1592 -----------------------------------------
NM_001322892.2 v15, mRNA TACTCACAACTTCGTGAATAAAGTTGTGTGCTTTATTCGTA
NM_001322893.2 v16, mRNA TACTCACAACTTCGTGAATAAAGTTGTGTGCTTTATTCGTA
Clustal Consensus

Data.S3 Alignment of the coding sequences (CDS) between transcript variants 15 and 16




