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10 20 30 40 50 60
e T L

GTGAGAGAGCGTGCCTGCCCGCCGCACACGGGGCTGGTTTCCGGAGTGCGTCTCTAGAGG
GTGAGAGAGCGTGCCTGCCCGCCGCACACGGGGCTGGTTTCCGGAGTGCGTCTCTAGAGG

70 80 90 100 110 120
e e e e I e

GATGCACGTTGCCTTAGCCGAGCTTCGGAGAGAAGCCTGATATGTAACCCAGGCAGGTGG
GATGCACGTTGCCTTAGCCGAGCTTCGGAGAGAAGCCTGATATGTAACCCAGGCAGGTGG

130 140 150 160 170 180
e e e e e e e

GAGCCTCAGTCTGTCGGGCTGAGGTCTGGCATCTACAAAGCCTCTTGGCCGTGTTCTGAA
GAGCCTCAGTCTGTCGGGCTGAGGTCTGGCATCTACAAAGCCTCTTGGCCGTGTTCTGAA

190 200 210 220 230 240
P e e e e e e T e

CTTGAAGCCTGGAGGAGTTCTCTGCTCAGCACAGCCAAGGAACAGAATTAGAAGAAAAGG
CTTGAAGCCTGGAGGAGTTCTCTGCTCAGCACAGCCAAGGAACAGAATTAGAAGAAAAGH

250 260 270 280 290 300
e e e e e e e

AACCCTGGCCTGAGG [CAGGTGACAAACATTACCACCCCHA|
AACCCTGGCCTGAGGTAAAGCGGACATTGCACAAGGCAGGTGACAAACATTACCACCCCA

310 320 330 340 350 360

S e e e e T e
JATGTTCACAGAAGGAGAGGAAATGTATCTTC
GCTGTGCACGATGCAGCAGATGCAACCAGATGTTCACAGAAGGAGAGGAAATGTATCTT(
GCTGTGCACGATGCAGCAGATGCAACCAGATGTTCACAGAAGGAGAGGAAATGTATCTT(

370 380 390 400 410 420
S e e T e L e |
AAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTG(
AAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTG(
AAGGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTG(

430 440 450 460 470 480
S e e e e L e |
GGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCT]
GGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCT]
GGCCTACCAGGACATCCTCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCT]

490 500 510 520 530 540
S e e e o L e |
CACCAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAG
CACCAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAG
CACCAGGTCATACTATCTATGCAAAAGTAGACAATGAGATCCTGGATTACAAGGATTTAG

550 560 570 580 590 600
e e e e e L L |
CAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGATCTTATTACCTATG
CAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGATCTTATTACCTATG
CAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGATCTTATTACCTATG

610 620 630 640 650 660
e e e e e T
EGCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCTa

GCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCT
GCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCT
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670 680 690 700 710 720
e T e e T e |
CGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGA
CGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGA
CGAGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGA

730 740 750 760 770 780
. T e e e e T s |
TCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACH
TCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACH
TCCATCGGTCCACGAGCCAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACA

790 800 810 820 830 840
. T e e e e T s |
ICTCCAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGATCAAGGAATCAACATTT]
ICTCCAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGATCAAGGAATCAACATTT]
ICTCCAACCACGTCCCGCTCTCCCCAGCATTTCCACAGACCTGATCAAGGAATCAACATTT]

850 860 870 880 890 900
e T e e T e |
ECCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAG

CCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAG
CCGAAAGCCACCCATCTACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAG

910 920 930 940 950 960
. e T s |
E%GATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACAC

GATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACAC
GATATCATCAAGTTTTCCAAGTTCCCAGCAGCCCAGGCACCAGACCCCAGCGAGACAQC

970 980 990 1000 1010 1020
. T e e e e e T e |
CAAAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTCGTAGGACCTGACA
CAAAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTCGTAGGACCTGACA
CAAAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTCGTAGGACCTGACA

1030 1040 1050 1060 1070 1080
1 T e S T e |
TGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAG(
TGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAG(
TGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAG(O

1090 1100 1110 1120 1130 1140
. T e T e T e |
TTCAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAG
TTCAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAG
TTCAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAG

1150 1160 1170 1180 1190 1200
. T e e e e e T e |
EGATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCA

GATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCA
GATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCA

1210 1220 1230 1240 1250 1260
. T e 1 e T s |
TCAACTCAGCTTCACATATTCCATCATCTAAAACTGCATCTCTCCCTGGCTATGGAAGAA
TCAACTCAGCTTCACATATTCCATCATCTAAAACTGCATCTCTCCCTGGCTATGGAAGAA
TCAACTCAGCTTCACATATTCCATCATCTAAAACTGCATCTCTCCCTGGCTATGGAAGAA

1270 1280 1290 1300 1310 1320
. T e e e e e T e |
PTGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGCTATGGGGATGTCN
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TGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGCTATGGGGATGTC,
TGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGCTATGGGGATGTC.

1330 1340 1350 1360 1370 1380
e e e e e L I |
GCGGGGGAGTGCGAGATTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGG
GCGGGGGAGTGCGAGATTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGG
GCGGGGGAGTGCGAGATTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGG

1390 1400 1410 1420 1430 1440
T T e e e
ECCGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCA

CCGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCA
CCGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCA

1450 1460 1470 1480 1490 1500
e e e e e e L I |
TGGTGACCAACAGAGGGCGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGC
TGGTGACCAACAGAGGGCGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGC
TGGTGACCAACAGAGGGCGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAG(

1510 1520 1530 1540 1550 1560
e e e e e L I |
GCCACTTAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACA
GCCACTTAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACA
GCCACTTAGCCCCTGAAGTGTTTCGGGAAATCTTTGGAATGTCCATACAGGAGTTTGACA

1570 1580 1590 1600 1610 1620
e e e e e e L I |
GGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTCTTCT
GGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTCTTCTAAGTCCCAC
GGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTCTTCTAAGTCCCA(Q

1630 1640 1650 1660 1670 1680
P e e e T L

TCGTGAATGGCAATTAGAGAAAGGACTGACAGTGGCGGTGCCCCATAGGATGTCATATTG
TCGTGAATGGCAATTAGAGAAAGGACTGACAGTGGCGGTGCCCCATAGGATGTCATATTG

1690 1700 1710 1720 1730 1740
e e e e e e T e

GGCCCAAACTTGATTGGAGAATTTGCAAACTACCGTCGCTCAGCAACACCAAAAAGAGA
GGCCCAAACTTGATTGGAGAATTTGCAAACTACCGTCGCTCAGCAACACCAAAAAGAGA

1750 1760 1770 1780 1790 1800
e e e e

GTCTGGTTAAAACACCATGAGTCAAATGTCGGGCCAGCCAACAGTAACACTTGCCAAG
GTCTGGTTAAAACACCATGAGTCAAATGTCGGGCCAGCCAACAGTAACACTTGCCAAG

1810 1820 1830 1840 1850 1860
P e e e e T e

GCATGGCGTAGAAATTTCTATGTTCCGAAACACAGAGTAGTGTCCACATGTGAGCTTT]
GCATGGCGTAGAAATTTCTATGTTCCGAAACACAGAGTAGTGTCCACATGTGAGCTTT]

1870 1880 1890 1900 1910 1920
P e e e T L

TCACATTACCTTATGTATACAACAGGAGCTGCGTTGTTTTCTTCTTTTTCTTTTCCTTTA
TCACATTACCTTATGTATACAACAGGAGCTGCGTTGTTTTCTTCTTTTTCTTTTCCTTTA

1930 1940 1950 1960 1970 1980
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TCTGTTGTCCAACAACAGTGCTGACTGTCCGGATAAGAGCTGGCAAGTGCCCTTAGGATG
TCTGTTGTCCAACAACAGTGCTGACTGTCCGGATAAGAGCTGGCAAGTGCCCTTAGGATG

1990 2000 2010 2020 2030 2040
T 1 e e T e e T L e

CCGCATGGGAAAAATCGGTTATCATAATTTCAAAGTATAAATATATTTATTAAGTAGCG(
CCGCATGGGAAAAATCGGTTATCATAATTTCAAAGTATAAATATATTTATTAAGTAGCG(O

2050 2060 2070 2080 2090 2100
T e e e e T L e

TGCGGCTAAGAAGGAAGAGTGAGGGGTCTGTCCATGGGGTGGCAGTGATTTCACACCCG(
TGCGGCTAAGAAGGAAGAGTGAGGGGTCTGTCCATGGGGTGGCAGTGATTTCACACCCG(Q

2110 2120 2130 2140 2150 2160
T e e e e T L e

CTTTCTTGAATGGCTTCGTGTTACTCAGCCGTGCCCTGGCAGGAATGGAACTCCATCAGG
CTTTCTTGAATGGCTTCGTGTTACTCAGCCGTGCCCTGGCAGGAATGGAACTCCATCAGG

2170 2180 2190 2200 2210 2220
T 1 e e T e e T L e

GAACAGGGCAGCTCTGTTTGAATGGGGTGAAAAACAGCAAAATTAATTCTTAGCAAGCT(
GAACAGGGCAGCTCTGTTTGAATGGGGTGAAAAACAGCAAAATTAATTCTTAGCAAGCT(

2230 2240 2250 2260 2270 2280
T 1 e e T e e T L e

CTTGTTCTCTACTGTTCACCGGGACCTGGCTGGCAAATGACTTAGCTATTAGTATATTT
CTTGTTCTCTACTGTTCACCGGGACCTGGCTGGCAAATGACTTAGCTATTAGTATATTT

2290 2300 2310 2320 2330 2340
T e e e e e

CTGTTCAAAAGCAAAAGAGAAGGAACAGGAATGAAAGGAAACCTTCCCTTAACTCT
CTGTTCAAAAGCAAAAGAGAAGGAACAGGAATGAAAGGAAACCTTCCCTTAACTCT

2350 2360 2370 2380 2390 2400
T e e e e e

TTCTGCTTCCCATAGCAGGTCTGGTTCCTGCTCCCCGCCTAGGACAGGAGCTGTCTGGAG
TTCTGCTTCCCATAGCAGGTCTGGTTCCTGCTCCCCGCCTAGGACAGGAGCTGTCTGGAG

2410 2420 2430 2440 2450 2460
T 1 e e T e e T L e

CTCCACCTTTGCAAAGAAAGGAAAAACACAAATTGCCCCCAGATTGGCCCAGTGGCATG(
CTCCACCTTTGCAAAGAAAGGAAAAACACAAATTGCCCCCAGATTGGCCCAGTGGCATG(Q

2470 2480 2490 2500 2510 2520
T 1 e e e L L e

CATTAGGTGATTTTGCATAGGGGCCATATCATTCATGGCCAAAAAAAACCAAAAAGC
CATTAGGTGATTTTGCATAGGGGCCATATCATTCATGGCCAAAAAAAACCAAAAAGC

2530 2540 2550 2560 2570 2580
T e e e e e

CAAAAACAAGTCCCATGTCCTACTGACTCTAGTTCTTCCAGTCGTTATCCTCTGCTG
CAAAAACAAGTCCCATGTCCTACTGACTCTAGTTCTTCCAGTCGTTATCCTCTGCTG
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2590 2600 2610 2620 2630 2640
e S e

TCTCTCTGGCATCCTATGAATCAGATCAAGCCCATGCTGTTGTTGGTTTTTAAGGTTTCT]
TCTCTCTGGCATCCTATGAATCAGATCAAGCCCATGCTGTTGTTGGTTTTTAAGGTTTCT]

2650 2660 2670 2680 2690 2700
e S e

TTCAATAATAGGCTAAGGAAAGACATGTTTTTCTCTTTTAAATCTCTGCAACTCCAAAGT]
TTCAATAATAGGCTAAGGAAAGACATGTTTTTCTCTTTTAAATCTCTGCAACTCCAAAGT]

2710 2720 2730 2740 2750 2760
P e e e L I e

GACTCCTTCGAACGTATTTAATTTGGCCTTTTCAGCTTTCTTCTTGCCCAGCTCTGTCG
GACTCCTTCGAACGTATTTAATTTGGCCTTTTCAGCTTTCTTCTTGCCCAGCTCTGTCG

2770 2780 2790 2800 2810 2820
P e e e L I e

TTCATGGGTGTGTGTGCACATGTTGGTTTCACTCACCCAGAGTAATTTTGTGAGCATG
TTCATGGGTGTGTGTGCACATGTTGGTTTCACTCACCCAGAGTAATTTTGTGAGCATG

2830 2840 2850 2860 2870 2880
e S e

CATGTGCTTTTTAATTTCTGCTTGAATGTTTGTCCTGCTGTGTTGCAGCTTCTAAAGACA
CATGTGCTTTTTAATTTCTGCTTGAATGTTTGTCCTGCTGTGTTGCAGCTTCTAAAGACA

2890 2900 2910 2920 2930 2940
e S e

TTGTCACCGAGTGTGTGTGACTCAAAGATCAAGAGTGAGGCTARACTGCGACCCCAACAT]
TTGTCACCGAGTGTGTGTGACTCAAAGATCAAGAGTGAGGCTARACTGCGACCCCAACAT]

2950 2960 2970 2980 2990 3000
e S e

CACTTCCTTCATGGAAAGGTGTTGGCGCTGATGTAGCTCATGGAAGGATCAGACTGGGAA
CACTTCCTTCATGGAAAGGTGTTGGCGCTGATGTAGCTCATGGAAGGATCAGACTGGGAA

3010 3020 3030 3040 3050 3060
e S e

CCACAGAGGAAGGATGAGGTGGGATGTGGAGGTCAGAGCATCTCACGAGAGTCCCTCAGG
CCACAGAGGAAGGATGAGGTGGGATGTGGAGGTCAGAGCATCTCACGAGAGTCCCTCAGG

3070 3080 3090 3100 3110 3120
e S e

CTCTGCAACACTAGATTCGAATATGAGCCTAGGGTTTCCCCAACACGTGCGTGCATATGA
CTCTGCAACACTAGATTCGAATATGAGCCTAGGGTTTCCCCAACACGTGCGTGCATATGA

3130 3140 3150 3160 3170 3180
e S e

CCACATCATGATTCCCGACGTGAGTTAGATGAGGGAGAGTTTGTGTAACTCCACACCC
CCACATCATGATTCCCGACGTGAGTTAGATGAGGGAGAGTTTGTGTAACTCCACACC(

3190 3200 3210 3220 3230 3240
e S e

PGGAGGGTAAGCCACTTTATTATCATGCTTTGGGGCTGTGCTTAAGAATTTAAGCTCTGﬂ
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RGGAGGGTAAGCCACTTTATTATCATGCTTTGGGGCTGTGCTTAAGAATTTAAGCTCTGT]

3250 3260 3270 3280 3290 3300
[ A O S N BN

TTTAAAGCCGAAGAAGAAAACATTTGAATTTACCTTCATATGCCACTAAGAACAAAAGCT]
TTTAAAGCCGAAGAAGAAAACATTTGAATTTACCTTCATATGCCACTAAGAACAAAAGCT]

3310 3320 3330 3340 3350 3360
[ A O S N BN

CTGAAGTTCTTCCTGCTGGCACCAAATATTAGGATTACAAGCTGTCTCTCTGACACCAGT]
CTGAAGTTCTTCCTGCTGGCACCAAATATTAGGATTACAAGCTGTCTCTCTGACACCAGT]

3370 3380 3390 3400 3410 3420
[ A O S N BN

GGTAAAAAAGCAAGTAGAATAGTTTCTGAGTCTGTGTTGCAGCCTCTGACACGTGGCTCA
GGTAAAAAAGCAAGTAGAATAGTTTCTGAGTCTGTGTTGCAGCCTCTGACACGTGGCTCA

3430 3440 3450 3460 3470 3480
[ A O S N BN

CCGCTGTCATTTGGGGGATGGAATGAACAGTCACTGTTCTATAGCATCCTCCTGTGCTCT]
CCGCTGTCATTTGGGGGATGGAATGAACAGTCACTGTTCTATAGCATCCTCCTGTGCTCT]

3490 3500 3510 3520 3530 3540
[ A O S N BN

TACCTAAGGAATCTAAATTGTCCTAGCCTTCCATTGCTATGCACTGAATGAGGACTACT(
TACCTAAGGAATCTAAATTGTCCTAGCCTTCCATTGCTATGCACTGAATGAGGACTACT(

3550 3560 3570 3580 3590 3600
[ A O S N BN

ICGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGGATCTA
TCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGGATCTA]

3610 3620 3630 3640 3650 3660
[ A O S N BN

CTAACATGTTTAGCAAATGGCTCTGACAGGGTGGCCATGAGCAGATGAGACCAGCTCTTG
CTAACATGTTTAGCAAATGGCTCTGACAGGGTGGCCATGAGCAGATGAGACCAGCTCTTG

3670 3680 3690 3700 3710 3720
[ A O S N BN

CTTGGTTGGAAGCCACACTGCAGTTTGCAGTTTAGCCTTTGGTGTCTCAGTGGCTTCTTG
CTTGGTTGGAAGCCACACTGCAGTTTGCAGTTTAGCCTTTGGTGTCTCAGTGGCTTCTTG

3730 3740 3750 3760 3770 3780
[ A O S N BN

CTTATTCCATGCTTTTTCTATCCCATCCTCTCTCTGTGCCCTCCTGCAATGGCAGCCTTG
CTTATTCCATGCTTTTTCTATCCCATCCTCTCTCTGTGCCCTCCTGCAATGGCAGCCTTG

3790 3800 3810 3820 3830 3840
[ A O S N BN

GCACAATGCCTGGGTGTCCTCATCCTTGCTTTACTCTGGAAAGTGTGGGGATGGAGAGGA
GCACAATGCCTGGGTGTCCTCATCCTTGCTTTACTCTGGAAAGTGTGGGGATGGAGAGGA

3850 3860 3870 3880 3890 3900



CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

TGGTGCATTTCCAGTGCTTCCTTACCTGTCAATAACAATGGTGGCCACCTGGGTCCCAG(
TGGTGCATTTCCAGTGCTTCCTTACCTGTCAATAACAATGGTGGCCACCTGGGTCCCAG(

3910 3920 3930 3940 3950 3960
T T T e e e e e

CTTGGCTGGTGGAGAGATTTTTTTCATTATGGAGCTAATAAAGGGTCCCTACGTTTTAC
CTTGGCTGGTGGAGAGATTTTTTTCATTATGGAGCTAATARAAGGGTCCCTACGTTTTAC

3970 3980 3990 4000 4010 4020
T T e e e e T L

TTGATTAATGAATTATCACCCAGACATGTGCAGATGAAATGTCAATATAAGAAAAATCA
TTGATTAATGAATTATCACCCAGACATGTGCAGATGAAATGTCAATATAAGAAAAATCA

4030 4040 4050 4060 4070 4080
T T T e e e e e

GGTATTTGGGAAACATGGGCATAATCAGGTAGTTTTGCTAAAATTCCTCTTCCTTGGTC
GGTATTTGGGAAACATGGGCATAATCAGGTAGTTTTGCTAAAATTCCTCTTCCTTGGTC

4090 4100 4110 4120 4130 4140
T T T e e e e e

TACATAAAGAAGACATGGGTCTGTCATAGAATGGGGACATTAGACTGAAAACTGGGACANA
TACATAAAGAAGACATGGGTCTGTCATAGAATGGGGACATTAGACTGAAAACTGGGACAA

4150 4160 4170 4180 4190 4200
T T T e e e e e

CCCCCTTCCTTATTTTATAGAGACTAGGAGTTAAGGGGCCTGCCTAAGATTGCAGTGATA
CCCCCTTCCTTATTTTATAGAGACTAGGAGTTAAGGGGCCTGCCTAAGATTGCAGTGATA

4210 4220 4230 4240 4250 4260
T T T e e e e L

GAACTGAACCCTAAATCAGCTCCCACTAATGAAACCCTGCTTTCCTTGTATCTTTTAA
GAACTGAACCCTAAATCAGCTCCCACTAATGAAACCCTGCTTTCCTTGTATCTTTTAA

4270 4280 4290 4300 4310 4320
T T T e e e e T L

CTCAGTTCTGCATCCAACTTGAGAAGAAAAAAAGCTTCTTTCCATATCAAGTACCATAT]
CTCAGTTCTGCATCCAACTTGAGAAGAAAAAAAGCTTCTTTCCATATCAAGTACCATAT]

4330 4340 4350 4360 4370 4380
T T T e e e e e

GAGTTCATTTAAACTGCACCTTGCAGAAATGCATTGCCAGAAAGCACCAGTAGCCTCCTA
GAGTTCATTTAAACTGCACCTTGCAGAAATGCATTGCCAGAAAGCACCAGTAGCCTCCTA

4390 4400 4410 4420 4430 4440
T T T e e e e e

TCTGCAAGCAGAGTAGTGCTCTGCTCTGGGGAGGGGTCATTGGAAACCATAATGCAGAGT]
TCTGCAAGCAGAGTAGTGCTCTGCTCTGGGGAGGGGTCATTGGAAACCATAATGCAGAGT]

4450 4460 4470 4480 4490 4500
T T T e e e e T L

GGGCCCCCTACTCCATTTCCCAGCAAAAGGCTCCAGCTGGAGGGATGGGTTGTGGGGCAA
GGGCCCCCTACTCCATTTCCCAGCAAAAGGCTCCAGCTGGAGGGATGGGTTGTGGGGCAA




CDS 309..1592

NM 001322892.2 vl15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl15,
NM 001322893.2 vle,
Clustal Consensus

CDS 309..1592
NM 001322892.2 vl15,
NM 001322893.2 vle,

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

4510 4520 4530 4540 4550 4560
T e e L T L

CCTGGTTCCTGCTAACTGCCAGATTGAATGTGTGGGCTAGAATGCCTGCACATTTAGTTA
CCTGGTTCCTGCTAACTGCCAGATTGAATGTGTGGGCTAGAATGCCTGCACATTTAGTTA

4570 4580 4590 4600 4610 4620
T e e L e

CTGGGCTCAGCATGCTTGTCCTCAAAATGTCCATCCTGGTCACAGCACACAAGATGGC
CTGGGCTCAGCATGCTTGTCCTCAAAATGTCCATCCTGGTCACAGCACACAAGATGGC

4630 4640 4650 4660 4670 4680
T e e L A e

TATTGGTCTGCTTTTACCCTACCCTGTACTATACATGAAAATTCCAGTTATTAACACACT]
TATTGGTCTGCTTTTACCCTACCCTGTACTATACATGAAAATTCCAGTTATTAACACACT]

4690 4700 4710 4720 4730 4740
T e e L T L

CAAACTGGTGGAGCTTGTTCACCCTAGGAAGGGGATTGTATATATGGCAGGCTTCCCTGG
CAAACTGGTGGAGCTTGTTCACCCTAGGAAGGGGATTGTATATATGGCAGGCTTCCCTGG

4750 4760 4770 4780 4790 4800
T e e L e

TGCCGATGTAAAGGGCTACATTTGGGAACATTTGACTTCCTTGGGACTCTTAAGTGCATA
TGCCGATGTAAAGGGCTACATTTGGGAACATTTGACTTCCTTGGGACTCTTAAGTGCATA

4810 4820 4830 4840 4850 4860
T e e e e e T L e

TGATGGCATGAAGTAAAAGGGGCCTCAATGATGATAGGAAAATCAGTTCTTTTAAAATT]
TGATGGCATGAAGTAAAAGGGGCCTCAATGATGATAGGAARAATCAGTTCTTTTAAAATT]

4870 4880 4890 4900 4910 4920
T e T e L I e

TCTTCAAGAAAATCCAGGCTATCACATAGTCTTTCTGTGTGACTTATTAGGAGATAGGAA
TCTTCAAGAAAATCCAGGCTATCACATAGTCTTTCTGTGTGACTTATTAGGAGATAGGAA

4930 4940 4950 4960 4970 4980
T T e T e L A e

GAGCATTGGGAAACTTGCACAGCTAGCTATGCATCTACATTTTGGTTTGGGGTTAGTTAT]
GAGCATTGGGAAACTTGCACAGCTAGCTATGCATCTACATTTTGGTTTGGGGTTAGTTAT]

4990 5000 5010 5020 5030 5040
T e T e L T e

GAAATGTTCTTAATATGACGTGTTCAATAACTTCACATAAACTTCCTGTTCTCCAAAACC
GAAATGTTCTTAATATGACGTGTTCAATAACTTCACATAAACTTCCTGTTCTCCAAAAC(

5050 5060 5070 5080 5090 5100
T e e e L T e

TCAAAGAGATAGAGTTAATGAGTTGTTGTTTTTTTTTAAATGGGGGTAGTTTTCTATCTG
TCAAAGAGATAGAGTTAATGAGTTGTTGTTTTTTTTTAAATGGGGGTAGTTTTCTATCTG

5110 5120 5130 5140 5150 5160
T e T e L A e

CATGGGCTCTAGCATCTACTCCGCTACCCAATTCTGTCATCTCCAAGCTGAGTTTCCT
CATGGGCTCTAGCATCTACTCCGCTACCCAATTCTGTCATCTCCAAGCTGAGTTTCCT



Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vls6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vls6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vls6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vls6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl5,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

5170 5180 5190 5200 5210 5220
[ A O S N BN

TTCTGAGGCAGAGGCTGGAGCAGTTCTTTTTCAGTTCTCATCCTCTCCATCCCAATCCAG
T TCTGAGGCAGAGGCTGGAGCAGTTCTTTTTCAGTTCTCATCCTCTCCATCCCAATCCAG

5230 5240 5250 5260 5270 5280
[ A O S N BN

TATATCAATCAACTCTAACTCGGAGACGTCTAGCTGGCAATGTTTCTAAAACTTTCACTG
TATATCAATCAACTCTAACTCGGAGACGTCTAGCTGGCAATGTTTCTAAAACTTTCACTG

5290 5300 5310 5320 5330 5340
[ A O S N BN

GATTTCTTTAGACATTGAAGCAAACATTTTTTTCTAAGAATTGCTTCTCAGATGATGATA
GATTTCTTTAGACATTGAAGCAAACATTTTTTTCTAAGAATTGCTTCTCAGATGATGATA]

5350 5360 5370 5380 5390 5400
[ A O S N BN

TCAAATGTATATGCTTTTGCAAGTTTGAAAAGTTCAAATTAACCACTTTTGACTAGGTAA
TCAAATGTATATGCTTTTGCAAGTTTGAAAAGTTCAAATTAACCACTTTTGACTAGGTAA

5410 5420 5430 5440 5450 5460
[ A O S N BN

GTCTTTCTAAAAACCATTTAAAGCTAACTGGGTCTTAGCATCCTCCTGTGTATGGAAGAG
GTCTTTCTAAAAACCATTTAAAGCTAACTGGGTCTTAGCATCCTCCTGTGTATGGAAGAG

5470 5480 5490 5500 5510 5520
[ A O S N BN

CAGGTGACCGCTCCAGGTTGGGTGCTCACAGAACCCTTTTCCTGACTCTCATGGAAGAT]
CAGGTGACCGCTCCAGGTTGGGTGCTCACAGAACCCTTTTCCTGACTCTCATGGAAGAT]

5530 5540 5550 5560 5570 5580
[ A O S N BN

GGTGGAAGGAAAATAGACTGTCTCATCAACCCTCCTGTGTCCTCTGAAGCAATCTCAGTT]
GGTGGAAGGAAAATAGACTGTCTCATCAACCCTCCTGTGTCCTCTGAAGCAATCTCAGTT]

5590 5600 5610 5620 5630 5640
[ A O S N BN

TTTATTAACCACCTCTTCTGTGTTTCTGGTAGCTATTTAACCTGTATTTAATCTGTACTT]
TTTATTAACCACCTCTTCTGTGTTTCTGGTAGCTATTTAACCTGTATTTAATCTGTACTT]

5650 5660 5670 5680 5690 5700
[ A O S N BN

CCTATGCCAGCCTCAATTTTATTTGATTTTTACAATTATTCTCTTCTAACCAATGAAGTG
CCTATGCCAGCCTCAATTTTATTTGATTTTTACAATTATTCTCTTCTAACCAATGAAGTG

5710 5720 5730 5740 5750 5760
[ A O S N BN

TTTGTCAGTATGCCCCAAAGCTTGCTCTTTTGTGCTCCCTTTTGAATAACTTTCTATCCA
TTTGTCAGTATGCCCCAAAGCTTGCTCTTTTGTGCTCCCTTTTGAATAACTTTCTATCCA

5770 5780 5790 5800 5810 5820



NM 001322892.2 v15,
NM 001322893.2 vlse,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vls6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 vl15,
NM 001322893.2 vls6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

GAAAAAGAGATTATTTGGGACTTGAGATTTGCAGTGATACCAACTTATAGCAATGATGTA
GAAAAAGAGATTATTTGGGACTTGAGATTTGCAGTGATACCAACTTATAGCAATGATGTA

5830 5840 5850 5860 5870 5880
e e e T L

CTTTAAGGGAACTACCCAACTATGTTGTGATAGAAGAAAGAGAAACCTTCACTTTGGCAT]
CTTTAAGGGAACTACCCAACTATGTTGTGATAGAAGAAAGAGAAACCTTCACTTTGGCAT]

5890 5900 5910 5920 5930 5940
e e e T L

TTTTTTTTAATCACTGTTTATTTTTCTGTTTGCGGCCCAGGAAGCAGTGGGAGGTGGTGG
TTTTTTTTAATCACTGTTTATTTTTCTGTTTGCGGCCCAGGAAGCAGTGGGAGGTGGTGG

5950 5960 5970 5980 5990 6000
e e e T L

CAGATATGCTTTGCATATGGATTGTTATGTTTTTATTTGGGCAAGTTTAATCATGGAAAN
CAGATATGCTTTGCATATGGATTGTTATGTTTTTATTTGGGCAAGTTTAATCATGGAAAR

6010 6020 6030 6040 6050 6060
e e e L e

CTCAAAAAGAAGGGGGGAAATGGTCAGTTTAAGCCAAAAGAAACTTTCTAAACAATGTAT]
CTCAAAAAGAAGGGGGGAAATGGTCAGTTTAAGCCAAAAGAAACTTTCTAAACAATGTAT]

6070 6080 6090 6100 6110 6120
e e e L e

GGTACACAGCAAAATTAAACAAATCCAACAATTTCTGAAGCTTAGTGTAATTGAGTGGT]
GGTACACAGCAAAATTAAACAAATCCAACAATTTCTGAAGCTTAGTGTAATTGAGTGGT]

6130 6140 6150 6160 6170 6180
e e e e A L

GGTTGTTATTCAATAAAATTATTCCCAAAAGTGTTTCTCCTAAGAGTGCAGTTCCCATGA
GGTTGTTATTCAATAAAATTATTCCCAAAAGTGTTTCTCCTAAGAGTGCAGTTCCCATGA|

6190 6200 6210 6220 6230 6240
e e e e L e

GTCACTTCCTGAACCCATTGACCAAAGGTGGACAGAGACAATCCTGTAGACCTTGACATT]
GTCACTTCCTGAACCCATTGACCAAAGGTGGACAGAGACAATCCTGTAGACCTTGACATT]

6250 6260 6270 6280 6290 6300
e e L e

CAGAAAGATGTGAGCTGCTTACTGATCATATATGCATACGTTTCTTTACAGCAGAGGAAA
CAGAAAGATGTGAGCTGCTTACTGATCATATATGCATACGTTTCTTTACAGCAGAGGAAA

6310 6320 6330 6340 6350 6360
e e e L e

CCATTGTCCACAAAACTGATGTTCTTTTGGGGTTTTATGTACAGACTTGTCCAATCATGT]
CCATTGTCCACAAAACTGATGTTCTTTTGGGGTTTTATGTACAGACTTGTCCAATCATGT]

6370 6380 6390 6400 6410 6420
e e e I e

GTGTGGTTCCTGCGAGTTGCTGATGACTCCGCATTGAAGCTCTCTGAGTTCTTTGATTTT]
GTGTGGTTCCTGCGAGTTGCTGATGACTCCGCATTGAAGCTCTCTGAGTTCTTTGATTTT]

6430 6440 6450 6460 6470 6480



CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus
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NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vl6,
Clustal Consensus
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NM 001322893.2 vl6,
Clustal Consensus

CDS 309..1592

NM 001322892.2 v15,
NM 001322893.2 vlse,
Clustal Consensus
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NM 001322892.2 v15,
NM 001322893.2 vl6,
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mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

mRNA
mRNA

AAGTTGGGTTTATGGAATTTTTTCAAATGTTGGAAGGTGTGTGGTTCTTCCTGCCCTCC(Q

AAGTTGGGTTTATGGAATTTTTTCAAATGTTGGAAGGTGTGTGGTTCTTCCTGCCCTCCQ

6490 6500 6510 6520 6530 6540
P e e T e T L

TCCCCTTTTGGAAATATGAAAGCAAATGTTTAGAAGAATTCCTTTTGAAAAGCTGTGTCG

[TCCCCTTTTGGAAATATGAAAGCAAATGTTTAGAAGAATTCCTTTTGAAAAGCTGTGTCG

6550 6560 6570 6580 6590 6600
P e e L

TGTTCCCTGTGAAACTGAGCAGGTGTGTGTTGGCGCGCTAAGTGCCACATGCTTGTGTGT]
[TGTTCCCTGTGAAACTGAGCAGGTGTGTGTTGGCGCGCTAAGTGCCACATGCTTGTGTGT]

6610 6620 6630 6640 6650 6660
T e T T e

AGAGGAGGAGGTGGCCCTGCCGGCTCCGCGCTGCTGTGCCTGTGATCCCTACCTGCTCC(Q

AGAGGAGGAGGTGGCCCTGCCGGCTCCGCGCTGCTGTGCCTGTGATCCCTACCTGCTCCQ

6670 6680 6690 6700 6710 6720
T e T T e

ICGCTCCTGTTGCCAGCAGCACTCACTGCACTCCTTTGTCATATACTCTGCATCACTGTCA

CGCTCCTGTTGCCAGCAGCACTCACTGCACTCCTTTGTCATATACTCTGCATCACTGTCA

6730 6740 6750 6760
T I I T I

TACTCACAACTTCGTGAATAAAGTTGTGTGCTTTATTCGTA|
TACTCACAACTTCGTGAATAAAGTTGTGTGCTTTATTCGTA|

Data.S3 Alignment of the coding sequences (CDS) between transcript variants 15 and 16





