Table S1 Information of differentially express proteins in cross-sectional study.
	Protein ID
	Overweight/obesity vs healthy weight
(Non-UC cohort)
	UC vs non-UC
(Cross-sectional study)

	
	NPX
	p value
(FDR)
	NPX
	p value
(FDR)

	ADA2.Adenosine.deaminase.2
	1.18E-01
	8.50E-02
	1.41E-01
	2.18E-03

	ADAM12.Disintegrin.and.metalloproteinase.domain.containing.protein.12
	2.11E-01
	3.48E-04
	7.83E-02
	6.07E-02

	ADAM8.Disintegrin.and.metalloproteinase.domain.containing.protein.8
	1.09E-01
	1.15E-02
	8.46E-02
	4.53E-03

	ADGRE1.Adhesion.G.protein.coupled.receptor.E1
	2.02E-01
	1.74E-02
	1.53E-01
	1.89E-03

	ADM.Pro.adrenomedullin
	2.46E-01
	2.51E-08
	6.89E-02
	5.23E-02

	ANGPT2.Angiopoietin.2
	1.45E-01
	1.35E-02
	1.67E-01
	6.02E-05

	ASGR2.Asialoglycoprotein.receptor.2
	9.48E-02
	3.63E-02
	6.82E-02
	1.43E-02

	ATRAID.All.trans.retinoic.acid.induced.differentiation.factor
	1.36E-01
	4.79E-03
	6.10E-02
	2.76E-02

	BTN3A2.Butyrophilin.subfamily.3.member.A2
	1.23E-01
	5.66E-02
	8.82E-02
	9.52E-02

	CCL20.C.C.motif.chemokine.20
	2.99E-01
	2.44E-02
	2.87E-01
	2.30E-03

	CCL7.C.C.motif.chemokine.7
	2.36E-01
	2.37E-03
	1.54E-01
	3.21E-02

	CD300A.CMRF35.like.molecule.8
	1.06E-01
	4.71E-02
	6.71E-02
	9.71E-02

	CD300E.CMRF35.like.molecule.2
	2.92E-01
	7.88E-06
	2.05E-01
	1.01E-06

	CD38.ADP.ribosyl.cyclase.cyclic.ADP.ribose.hydrolase.1
	1.65E-01
	7.98E-03
	8.01E-02
	8.50E-02

	CD4.T.cell.surface.glycoprotein.CD4
	1.74E-01
	1.86E-04
	8.54E-02
	6.88E-02

	CD72.B.cell.differentiation.antigen.CD72
	2.05E-01
	1.41E-03
	1.14E-01
	1.79E-02

	CD74.HLA.class.II.histocompatibility.antigen.gamma.chain
	1.71E-01
	1.31E-03
	1.04E-01
	1.19E-02

	CD79B.B.cell.antigen.receptor.complex.associated.protein.beta.chain
	2.09E-01
	4.42E-03
	1.38E-01
	6.45E-03

	CD80.T.lymphocyte.activation.antigen.CD80
	1.21E-01
	1.84E-02
	1.18E-01
	2.66E-03

	CKAP4.Cytoskeleton.associated.protein.4
	1.36E-01
	2.83E-03
	7.39E-02
	3.44E-02

	CKB.Creatine.kinase.B.type
	-4.83E-01
	2.63E-07
	1.91E-01
	1.09E-03

	CLEC4D.C.type.lectin.domain.family.4.member.D
	1.75E-01
	9.42E-02
	2.04E-01
	1.89E-03

	CLEC6A.C.type.lectin.domain.family.6.member.A
	1.87E-01
	4.91E-03
	1.75E-01
	7.85E-04

	CSF1.Macrophage.colony.stimulating.factor.1
	1.64E-01
	6.34E-05
	7.16E-02
	5.17E-02

	CST3.Cystatin.C
	1.97E-01
	4.77E-05
	7.94E-02
	2.67E-02

	CTSO.Cathepsin.O
	1.80E-01
	6.92E-05
	7.85E-02
	2.19E-02

	CTSZ.Cathepsin.Z
	1.72E-01
	6.40E-04
	8.17E-02
	4.30E-02

	CXCL10.C.X.C.motif.chemokine.10
	3.24E-01
	2.49E-04
	1.71E-01
	3.44E-02

	CXCL11.C.X.C.motif.chemokine.11
	2.27E-01
	7.43E-02
	2.07E-01
	3.57E-02

	CXCL9.C.X.C.motif.chemokine.9
	2.42E-01
	2.34E-02
	3.01E-01
	2.14E-04

	DEFA1_DEFA1B.Neutrophil.defensin.1
	2.44E-01
	5.83E-03
	1.50E-01
	1.63E-02

	DEFB4A_DEFB4B.Beta.defensin.4A
	5.53E-01
	2.21E-02
	3.58E-01
	4.76E-02

	DLL1.Delta.like.protein.1
	1.36E-01
	7.21E-03
	1.04E-01
	3.31E-03

	DNER.Delta.and.Notch.like.epidermal.growth.factor.related.receptor
	-8.47E-02
	3.72E-02
	-9.16E-02
	3.99E-04

	DPT.Dermatopontin
	2.63E-01
	2.40E-11
	6.45E-02
	5.41E-02

	DSC2.Desmocollin.2
	1.70E-01
	3.45E-03
	1.21E-01
	1.91E-03

	EDA2R.Tumor.necrosis.factor.receptor.superfamily.member.27
	1.84E-01
	1.32E-02
	1.16E-01
	4.20E-02

	EFEMP1.EGF.containing.fibulin.like.extracellular.matrix.protein.1
	1.52E-01
	6.09E-03
	1.03E-01
	7.60E-03

	EFNA1.Ephrin.A1
	1.33E-01
	6.50E-03
	7.39E-02
	3.86E-02

	EFNA4.Ephrin.A4
	2.12E-01
	1.26E-04
	7.71E-02
	3.96E-02

	ENO3.Beta.enolase
	3.48E-01
	7.22E-04
	-1.63E-01
	4.33E-03

	EPHA2.Ephrin.type.A.receptor.2
	1.23E-01
	3.21E-02
	9.74E-02
	1.43E-02

	EPHB4.Ephrin.type.B.receptor.4
	1.13E-01
	4.43E-03
	6.34E-02
	6.15E-02

	F7.Coagulation.factor.VII
	1.50E-01
	9.15E-04
	7.99E-02
	2.41E-02

	FAM20A.Pseudokinase.FAM20A
	1.73E-01
	8.17E-06
	6.15E-02
	6.94E-02

	FBLN2.Fibulin.2
	1.20E-01
	1.51E-02
	9.07E-02
	9.54E-03

	FCAMR.High.affinity.immunoglobulin.alpha.and.immunoglobulin.mu.Fc.receptor
	6.28E-01
	4.25E-08
	1.47E-01
	4.56E-02

	FCAR.Immunoglobulin.alpha.Fc.receptor
	1.95E-01
	5.87E-03
	1.34E-01
	1.42E-02

	FCER2.Low.affinity.immunoglobulin.epsilon.Fc.receptor
	2.38E-01
	2.80E-03
	1.08E-01
	6.94E-02

	FCGR3B.Low.affinity.immunoglobulin.gamma.Fc.region.receptor.III.B
	1.31E-01
	9.38E-02
	1.40E-01
	1.47E-02

	GCNT1.Beta.1.3.galactosyl.O.glycosyl.glycoprotein.beta.1.6.N.acetylglucosaminyltransferase
	1.08E-01
	4.84E-02
	8.74E-02
	2.76E-02

	GDF15.Growth.differentiation.factor.15
	2.29E-01
	2.62E-03
	1.84E-01
	1.09E-03

	GFRA1.GDNF.family.receptor.alpha.1
	2.23E-01
	1.73E-06
	1.00E-01
	2.30E-03

	HAVCR1.Hepatitis.A.virus.cellular.receptor.1
	2.25E-01
	7.32E-02
	1.51E-01
	7.45E-02

	HAVCR2.Hepatitis.A.virus.cellular.receptor.2
	2.18E-01
	1.91E-04
	9.88E-02
	2.27E-02

	HGF.Hepatocyte.growth.factor
	2.55E-01
	6.97E-07
	8.23E-02
	4.11E-02

	HLA.E.HLA.class.I.histocompatibility.antigen..alpha.chain.E
	1.05E-01
	4.20E-02
	7.68E-02
	5.41E-02

	HSPG2.Basement.membrane.specific.heparan.sulfate.proteoglycan.core.protein
	2.11E-01
	3.13E-06
	6.66E-02
	7.30E-02

	IFNGR1.Interferon.gamma.receptor.1
	7.43E-02
	2.88E-02
	5.10E-02
	9.71E-02

	IGFBP2.Insulin.like.growth.factor.binding.protein.2
	-4.75E-01
	4.07E-06
	1.67E-01
	2.67E-02

	IGFBP4.Insulin.like.growth.factor.binding.protein.4
	2.81E-01
	8.04E-04
	1.38E-01
	2.76E-02

	IL12A_IL12B.Interleukin.12
	3.35E-01
	1.04E-02
	2.16E-01
	5.41E-02

	IL12B.Interleukin.12.subunit.beta
	2.46E-01
	8.29E-03
	1.60E-01
	2.09E-02

	IL17RB.Interleukin.17.receptor.B
	-1.94E-01
	2.29E-02
	1.29E-01
	3.33E-02

	IL18BP.Interleukin.18.binding.protein
	1.05E-01
	3.47E-02
	1.23E-01
	2.72E-04

	IL1RN.Interleukin.1.receptor.antagonist.protein
	5.40E-01
	6.33E-11
	1.43E-01
	2.41E-02

	IL2RA.Interleukin.2.receptor.subunit.alpha
	1.25E-01
	7.50E-02
	1.65E-01
	3.67E-04

	IL6.Interleukin.6
	5.17E-01
	1.41E-06
	2.50E-01
	1.42E-03

	INHBC.Inhibin.beta.C.chain
	3.31E-01
	1.89E-07
	1.01E-01
	3.41E-02

	INSL5.Insulin.like.peptide.INSL5
	3.77E-01
	5.10E-03
	-3.24E-01
	6.48E-03

	ITGA5.Integrin.alpha.5
	1.22E-01
	2.89E-03
	6.76E-02
	2.13E-02

	LAIR1.Leukocyte.associated.immunoglobulin.like.receptor.1
	2.79E-01
	1.67E-06
	1.17E-01
	1.87E-02

	LAMP2.Lysosome.associated.membrane.glycoprotein.2
	9.22E-02
	2.07E-03
	-4.79E-02
	5.52E-02

	LAYN.Layilin
	1.16E-01
	9.99E-02
	8.46E-02
	6.57E-02

	LCN2.Neutrophil.gelatinase.associated.lipocalin
	1.61E-01
	8.01E-03
	1.51E-01
	3.99E-04

	LGALS9.Galectin.9
	2.44E-01
	2.85E-06
	8.29E-02
	7.19E-02

	LILRA5.Leukocyte.immunoglobulin.like.receptor.subfamily.A.member.5
	2.52E-01
	8.37E-08
	1.03E-01
	8.65E-03

	LILRB2.Leukocyte.immunoglobulin.like.receptor.subfamily.B.member.2
	1.09E-01
	6.56E-02
	7.70E-02
	4.87E-02

	LILRB4.Leukocyte.immunoglobulin.like.receptor.subfamily.B.member.4
	2.01E-01
	3.54E-03
	1.38E-01
	1.71E-03

	LMNB2.Lamin.B2
	1.54E-01
	3.35E-04
	7.55E-02
	5.27E-02

	MAMDC2.MAM.domain.containing.protein.2
	1.63E-01
	1.76E-03
	7.09E-02
	5.41E-02

	MATN2.Matrilin.2
	1.01E-01
	3.95E-02
	6.77E-02
	9.05E-02

	MEGF9.Multiple.epidermal.growth.factor.like.domains.protein.9
	8.30E-02
	5.63E-03
	-4.78E-02
	4.35E-02

	MRC1.Macrophage.mannose.receptor.1
	1.44E-01
	2.03E-03
	6.09E-02
	9.37E-02

	NTRK2.BDNF.NT.3.growth.factors.receptor
	9.30E-02
	4.45E-03
	-4.73E-02
	7.39E-02

	NTRK3.NT.3.growth.factor.receptor
	-1.10E-01
	5.08E-04
	-4.59E-02
	6.19E-02

	PCDH9.Protocadherin.9
	1.15E-01
	3.75E-02
	9.68E-02
	1.47E-02

	PGF.Placenta.growth.factor
	1.62E-01
	3.83E-04
	7.49E-02
	3.41E-02

	PGLYRP1.Peptidoglycan.recognition.protein.1
	2.17E-01
	8.09E-04
	1.44E-01
	1.09E-03

	PILRA.Paired.immunoglobulin.like.type.2.receptor.alpha
	1.63E-01
	1.32E-02
	9.82E-02
	6.44E-02

	PLA2G1B.Phospholipase.A2
	-1.26E-01
	7.57E-02
	-1.40E-01
	1.91E-02

	PRTN3.Myeloblastin
	1.48E-01
	4.25E-02
	1.94E-01
	2.72E-04

	PTGDS.Prostaglandin.H2.D.isomerase
	1.10E-01
	3.63E-02
	3.18E-01
	5.84E-15

	RBFOX3.RNA.binding.protein.fox.1.homolog.3
	1.94E-01
	2.74E-03
	8.69E-02
	8.57E-02

	RBP7.Retinoid.binding.protein.7
	3.28E-01
	1.91E-04
	1.21E-01
	9.44E-02

	RELT.Tumor.necrosis.factor.receptor.superfamily.member.19L
	1.59E-01
	1.88E-03
	9.10E-02
	1.07E-02

	RETN.Resistin
	2.25E-01
	4.41E-04
	1.71E-01
	2.72E-04

	RNASE1.Ribonuclease.pancreatic
	1.72E-01
	4.79E-05
	7.47E-02
	2.13E-02

	RNASE4.Ribonuclease.4
	2.08E-01
	2.04E-06
	7.25E-02
	7.60E-03

	RNASE6.Ribonuclease.K6
	2.09E-01
	7.21E-03
	9.23E-02
	4.99E-02

	RNASET2.Ribonuclease.T2
	1.40E-01
	8.66E-04
	5.93E-02
	9.05E-02

	S100P.Protein.S100.P
	1.98E-01
	1.14E-02
	1.31E-01
	2.48E-02

	SCARB2.Lysosome.membrane.protein.2
	2.39E-01
	2.02E-05
	8.92E-02
	1.63E-02

	SCRG1.Scrapie.responsive.protein.1
	8.55E-02
	6.93E-02
	7.29E-02
	4.87E-02

	SHISA5.Protein.shisa.5
	1.50E-01
	1.45E-03
	8.32E-02
	1.28E-02

	SIGLEC5.Sialic.acid.binding.Ig.like.lectin.5
	3.78E-01
	8.23E-02
	3.56E-01
	1.43E-02

	SLAMF8.SLAM.family.member.8
	2.59E-01
	3.65E-04
	1.63E-01
	7.59E-03

	SMOC1.SPARC.related.modular.calcium.binding.protein.1
	2.14E-01
	1.38E-05
	1.14E-01
	1.05E-03

	SPINK4.Serine.protease.inhibitor.Kazal.type.4
	2.09E-01
	4.46E-02
	1.92E-01
	6.98E-03

	ST6GAL1.Beta.galactoside.alpha.2.6.sialyltransferase.1
	1.23E-01
	8.82E-03
	6.50E-02
	6.88E-02

	TCL1A.T.cell.leukemia.lymphoma.protein.1A
	3.44E-01
	2.96E-02
	-2.22E-01
	8.40E-02

	TGFA.Protransforming.growth.factor.alpha
	1.90E-01
	5.76E-03
	1.71E-01
	7.72E-04

	TGFB1.Transforming.growth.factor.beta.1.proprotein
	1.17E-01
	5.96E-02
	8.75E-02
	5.41E-02

	TGFBR2.TGF.beta.receptor.type.2
	2.35E-01
	4.79E-05
	8.69E-02
	7.63E-02

	TIMD4.T.cell.immunoglobulin.and.mucin.domain.containing.protein.4
	1.31E-01
	6.67E-02
	1.19E-01
	1.13E-02

	TNF.Tumor.necrosis.factor
	1.44E-01
	1.61E-03
	1.58E-01
	2.72E-04

	TNFRSF11A.Tumor.necrosis.factor.receptor.superfamily.member.11A
	2.83E-01
	5.93E-05
	9.13E-02
	5.96E-02

	TNFRSF1A.Tumor.necrosis.factor.receptor.superfamily.member.1A
	2.40E-01
	5.09E-06
	1.05E-01
	3.89E-03

	TNFRSF1B.Tumor.necrosis.factor.receptor.superfamily.member.1B
	2.00E-01
	2.67E-04
	1.13E-01
	5.62E-03

	TNFRSF4.Tumor.necrosis.factor.receptor.superfamily.member.4
	1.60E-01
	1.74E-02
	1.74E-01
	2.97E-05

	TNFRSF6B.Tumor.necrosis.factor.receptor.superfamily.member.6B
	3.08E-01
	2.23E-04
	2.31E-01
	5.14E-04

	TNFRSF9.Tumor.necrosis.factor.receptor.superfamily.member.9
	1.55E-01
	2.95E-02
	1.49E-01
	7.72E-04

	ULBP2.UL16.binding.protein.2
	2.23E-01
	9.15E-04
	1.12E-01
	6.45E-03

	VSIG4.V.set.and.immunoglobulin.domain.containing.protein.4
	2.92E-01
	2.43E-05
	1.23E-01
	4.17E-02

	YAP1.Transcriptional.coactivator.YAP1
	2.10E-01
	2.37E-05
	7.31E-02
	5.75E-02




Table S2 Information of differentially express proteins in prospective study.
	Protein ID
	Pre-UC vs non-Pre-UC
(Nested case-control study)

	
	NPX
	p value
(FDR)

	SSC4D.Scavenger.receptor.cysteine.rich.domain.containing.group.B.protein
	-4.21E-01
	9.38E-02

	LEP.Leptin
	-4.07E-01
	3.91E-02

	MEP1B.Meprin.A.subunit.beta
	-3.81E-01
	6.25E-02

	CEACAM16.Carcinoembryonic.antigen.related.cell.adhesion.molecule.16
	-3.49E-01
	1.74E-02

	CDA.Cytidine.deaminase
	-1.39E-01
	8.76E-02

	PALM.Paralemmin.1
	-8.68E-02
	6.53E-02

	GHR.Growth.hormone.receptor
	-7.24E-02
	8.76E-02

	TNFSF13.Tumor.necrosis.factor.ligand.superfamily.member.13
	1.03E-01
	8.76E-02

	LRG1.Leucine.rich.alpha.2.glycoprotein
	1.03E-01
	4.87E-02

	MATN3.Matrilin.3
	1.22E-01
	6.25E-02

	PLAUR.Urokinase.plasminogen.activator.surface.receptor
	1.25E-01
	3.91E-02

	TFPI2.Tissue.factor.pathway.inhibitor.2
	1.28E-01
	8.76E-02

	SPP1.Osteopontin
	1.40E-01
	8.76E-02

	SPON1.Spondin.1
	1.53E-01
	5.31E-02

	AREG.Amphiregulin
	1.53E-01
	9.38E-02

	IL2RA.Interleukin.2.receptor.subunit.alpha
	1.58E-01
	7.43E-02

	TNFRSF8.Tumor.necrosis.factor.receptor.superfamily.member.8
	1.69E-01
	6.25E-02

	TNF.Tumor.necrosis.factor
	1.75E-01
	8.76E-02

	CCL11.Eotaxin
	1.89E-01
	5.33E-03

	IL1RL1.Interleukin.1.receptor.like.1
	1.90E-01
	3.91E-02

	TGFA.Protransforming.growth.factor.alpha
	1.95E-01
	4.87E-02

	VEGFA.Vascular.endothelial.growth.factor.A
	2.07E-01
	8.76E-02

	REG1B.Lithostathine.1.beta
	2.10E-01
	4.87E-02

	CCL28.C.C.motif.chemokine.28
	2.29E-01
	8.29E-02

	MMP10.Stromelysin.2
	2.33E-01
	4.87E-02

	FGL1.Fibrinogen.like.protein.1
	2.43E-01
	8.15E-02

	MDK.Midkine
	2.47E-01
	4.12E-02

	DPP7.Dipeptidyl.peptidase.2
	2.62E-01
	6.00E-02

	GZMB.Granzyme.B
	2.64E-01
	8.76E-02

	MMP12.Macrophage.metalloelastase
	2.67E-01
	2.24E-02

	CKB.Creatine.kinase.B.type
	2.77E-01
	1.74E-02

	CCL20.C.C.motif.chemokine.20
	2.99E-01
	8.76E-02

	CXCL9.C.X.C.motif.chemokine.9
	3.34E-01
	5.33E-03

	IGFBP2.Insulin.like.growth.factor.binding.protein.2
	3.86E-01
	4.27E-04

	AGR2.Anterior.gradient.protein.2.homolog
	4.55E-01
	2.24E-02







Figure legend
Fig. S1 The flowchart of participants selection. UC, ulcerative colitis; BMI, body mass index.
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