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Figure S1. Principal component analysis (PCA) of the genomic relationship matrix. The first two principal components (PC1 and PC2) are shown, together with the percentage of variance explained by each component. Each dot represents one animal.
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Table S1. Super-pathways, sub-pathways, and metabolites included in the study.
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Table S2. Narrow-sense (h2A) and genomic (h2G) heritability estimates for plasma metabolites in Italian Duroc pigs.
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Table S3. Cross-platform comparison of heritability estimates for metabolites shared between the Biocrates and Metabolon platforms. Biocrates-based estimates were obtained from Bovo et al. [20].
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Table S4. Genomic inflation factors (λ).
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Table S5. Overview of significant mQTL regions identified in the study. Detailed association statistics are available in Supplementary Tables S6-S8.
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Table S6. Genome-wide significant associations identified by single-metabolite mGWAS.
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Table S7. Novel significant associations identified by conditional single-metabolite mGWAS.
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Table S8. Genome-wide significant associations identified by metabolite ratio-based mGWAS.
[Spreadsheet]

Table S9. Biological functions of candidate genes underlying significant mQTL regions.
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