Supplementary figure titles and legends
Supplementary Figure 1: Rarefaction curves of MS, 20%MLM and 30%MLM feed groups. (A) Rumen solid and (B) Rumen liquid samples-bacterial taxonomy. (C) Rumen liquor samples-ciliates taxonomy; (D) Rumen solid and (E) Rumen liquid samples-anaerobic fungal taxonomy.
Supplementary Figure 2: Alpha diversity analysis: based on Shannon diversity and Shannon Evenness. (A-B) Rumen solid samples-bacterial taxonomy; (C-D) Rumen liquid samples-bacterial taxonomy. (E-F) Rumen liquor samples-ciliates taxonomy. (E-F) Rumen solid samples-anaerobic fungal taxonomy and (G-H) Rumen liquid samples-anaerobic fungal taxonomy.
Supplementary Figure 3: The fecal bacterial community composition of MS, 20%MLM and 30%MLM feed groups at genus level. (A) Rarefaction curves; Alpha diversity analysis-(B) Shannon diversity and (C) Shannon Evenness. Beta diversity analysis based on Bray-Curtis similarity matrix (D) PCoA and (E) NMDS plots. (G) Bar plots showing bacterial genera present at over one percent mean relative abundance.
Supplementary Figure 4: The fecal ciliates community composition of MS, 20%MLM and 30%MLM feed groups at genus level. (A) Rarefaction curves. Alpha diversity analysis-(B) Shannon diversity (C) Shannon Evenness. Beta diversity analysis based on Bray-Curtis similarity matrix (D) PCoA and (E) NMDS plots. (F) Bar plots showing ciliates genera present at over one percent mean relative abundance.
Supplementary Figure 5: Bar plots showing species present at over one percent mean relative abundance.
Supplementary Figure 6: Bar plots showing anaerobic fungal species present at over one percent relative abundance.

