Comparison Between Control (n = 4) and Case Group (n = 16)
	Taxa
	Mean ± SD Control
	Mean ± SD Case
	p-value
	Significant

	Bacteroides
	0.173 ± 0.058
	0.163 ± 0.165
	0.682
	Not Significant

	Prevotella_9
	0.037 ± 0.074
	0.170 ± 0.197
	0.142
	Not Significant

	Faecalibacterium
	0.093 ± 0.034
	0.085 ± 0.060
	0.617
	Not Significant

	Dialister
	0.030 ± 0.036
	0.051 ± 0.033
	0.335
	Not Significant

	Bifidobacterium
	0.027 ± 0.025
	0.044 ± 0.055
	1.000
	Not Significant

	Megamonas
	0.000 ± 0.000
	0.041 ± 0.146
	0.650
	Not Significant

	Subdoligranulum
	0.041 ± 0.043
	0.029 ± 0.043
	0.385
	Not Significant

	Roseburia
	0.053 ± 0.027
	0.023 ± 0.016
	0.039
	Significant

	Ruminococcus
	0.027 ± 0.017
	0.023 ± 0.038
	0.148
	Not Significant

	Alistipes
	0.027 ± 0.026
	0.018 ± 0.024
	0.249
	Not Significant

	Others
	0.491 ± 0.089
	0.350 ± 0.090
	0.016
	Significant

	Unassigned
	0.002 ± 0.003
	0.005 ± 0.015
	0.274
	Not Significant



Statistical analysis revealed that Most bacterial genera did not differ significantly in terms of their relative abundance between control and case groups as their p values were higher than the conventional significance threshold (i.e., the p value was higher than 0.05). For example, Bacteroides had p 0.682, Faecalibacterium p 0.617, and Dialister p 0.335 indicating no meaningful differences between the two groups. In contrast, Roseburia with p 0.039 and the Others category with p 0.016 had statistically significant differences, which may indicate that these taxa may have a differential representation between control and case samples, while the remaining genera do not appear to change substantially under the current conditions.
