Table S1: SPP1 gene primer pairs for targeted high-throughput sequencing.
	Sequenced locus
	Primer sequence
	Start position
	End position

	p.A16
	Forward: GTAGTATAAAAAGGTATCACTGTTGTAACCTATG
	1100
	1133

	
	Reverse: GTTATTTTCAGGAATTTTCTTTAAGATGCAAC
	1246
	1277

	p.T42
	Forward: TTTTTCCATTCATCCCTACATTTCTT
	4272
	4297

	
	Reverse: TTTCATCACTGTAGTTTAATTATGAGAAGTTTAA
	4420
	4453

	p.P57
	Forward: TTTTTCCATTCATCCCTACATTTCTT
	4272
	4297

	
	Reverse: TTTCATCACTGTAGTTTAATTATGAGAAGTTTAA
	4420
	4453

	p.N59

	Forward: AATAAAAACTGCTTTGGATTAAAAAGGTTAACTTT
	4588
	4622

	
	Reverse: TTGAAAATGAGAACTTACCTCTTGTTTAAAGTC
	4707
	4739

	p.D109
	Forward: AATAAAAACCCATATATTAATTTTCCCGGCC
	5717
	5747

	
	Reverse: GGTGAGAATCATCAGTGTCATCTACATC
	5873
	5900

	p.V163

	Forward: CACATATGATGGCCGAGGTGATA
	6007
	6029

	
	Reverse: GTTTCCTAGACTTGAGCGCTAGTC
	6119
	6142

	p.D183
	Forward: CATATAATTATTCTTCATTTGTGCCGTGATTC
	6745
	6776

	
	Reverse: CCAATCAGAAGGCGCGTTCA
	6870
	6889

	p.G200
	Forward: CATATAATTATTCTTCATTTGTGCCGTGATTC
	6745
	6776

	
	Reverse: CCAATCAGAAGGCGCGTTCA
	6870
	6889

	p.R244

	Forward: GGGAAGGACAGTTATGAAACGAGTC
	6899
	6923

	
	Reverse: GTTCCTGACTATCAATCACATCGGAAT
	7008
	7034


Note: The position of transcription start site is 1.
