Table S2: The methylation primer sequences covering SPP1 promoter regions .
	No.
	Primer sequence
	Start position
	End position

	1
	Forward: TTATAGTTGTATATAGTTTTGTTATTAAATATAGGAG
	-1984
	-1948

	
	Reverse: TTTACAAAACTCTTCTAATCATAACTCC
	-1857
	-1830

	2
	Forward: TTTYGTGGGTATAGAGTAAATTATAGTAAATTTTG
	-1748
	-1714

	
	Reverse: CCCATTTTAATAAATAAAATAACRACTATCTCTAT
	-1557
	-1523

	3
	Forward: AGGTAAATAAATAGTGTAATTTGTATTTTATAATTGAG
	-1237
	-1200

	
	Reverse: CTAATTTTTCTCCCAAAATATATAAAATAAACCAC
	-1011
	-977

	4

	Forward: ATAGGTAGGTTGGGYGATTTGTTTAAG
	-659
	-633

	
	Reverse: CCTTTACTACTCAAACTTAACTTTATAATTTC
	-424
	-393

	5
	Forward: TTGAATTTTTTGTAGGTTTGAATAATAGTTTTTTG
	-377
	-343

	
	Reverse: TTTTCATTTACRAAATAAACATTCAACATCCAAAA
	-189
	-155

	6

	Forward: ATTAGAGGGGGAAGTGTGGGAGTAGG
	-68
	-43

	
	Reverse: CCAAACCCTCCCAAAATTTAAATACT
	32
	57

	7
	Forward: ATAAGTAGATTAGATATATTGTAGGTTTTTTGG
	277
	309

	
	Reverse: CACCCACTAAAAATTATATAAATATAATTATTCCA
	434
	468


Note: The position of transcription start site is 1.
