Supplementary Table S1. Deidentified patient-level recorded MEFV variant patterns among genetically tested patients (n = 143)
Supplementary Table S1 presents the deidentified patient-level MEFV molecular findings for all 143 patients with available genetic testing in the analytic cohort.
	Study genotype ID
	Phenotype
	Recorded zygosity
	Recorded variant pattern
	Allelic phase

	G001
	FMF with PFAPA-compatible features
	Homozygous
	R202Q/R202Q
	—

	G002
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G003
	FMF with PFAPA-compatible features
	Heterozygous
	E148Q (single recorded variant)
	—

	G004
	FMF-only
	No variant detected
	No variant detected
	—

	G005
	FMF with PFAPA-compatible features
	Compound heterozygous
	E148Q + V726A
	Available from recorded zygosity

	G006
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G007
	FMF-only
	Compound heterozygous
	E148Q + V726A
	Available from recorded zygosity

	G008
	FMF with PFAPA-compatible features
	Heterozygous
	E148Q (single recorded variant)
	—

	G009
	FMF with PFAPA-compatible features
	Heterozygous
	E148Q (single recorded variant)
	—

	G010
	FMF with PFAPA-compatible features
	Compound heterozygous
	R202Q + R148Q + M694V
	Unavailable

	G011
	FMF-only
	No variant detected
	No variant detected
	—

	G012
	FMF with PFAPA-compatible features
	Homozygous
	M694V/M694V
	—

	G013
	FMF with PFAPA-compatible features
	Heterozygous
	M694V (single recorded variant)
	—

	G014
	FMF with PFAPA-compatible features
	Homozygous
	R202Q/R202Q
	—

	G015
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G016
	FMF with PFAPA-compatible features
	Heterozygous
	A744S (single recorded variant)
	—

	G017
	FMF with PFAPA-compatible features
	Homozygous
	M694V/M694V
	—

	G018
	FMF with PFAPA-compatible features
	Heterozygous
	E148Q (single recorded variant)
	—

	G019
	FMF with PFAPA-compatible features
	Homozygous
	M694V/M694V
	—

	G020
	FMF with PFAPA-compatible features
	Heterozygous
	V726A + M694V
	Unavailable

	G021
	FMF with PFAPA-compatible features
	No variant detected
	No variant detected
	—

	G022
	FMF-only
	Homozygous
	M694V/M694V
	—

	G023
	FMF-only
	Homozygous
	M694V/M694V
	—

	G024
	FMF-only
	Compound heterozygous
	R202Q + E148Q + V726A + M694V
	Unavailable

	G025
	FMF-only
	Heterozygous
	R329H (single recorded variant)
	—

	G026
	FMF-only
	Homozygous
	M694I/M694I
	—

	G027
	FMF-only
	Compound heterozygous
	E148Q + V726A
	Available from recorded zygosity

	G028
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G029
	FMF-only
	Compound heterozygous
	V726A + R408Q
	Available from recorded zygosity

	G030
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G031
	FMF-only
	Heterozygous
	R202Q + M694V
	Unavailable

	G032
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G033
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G034
	FMF-only
	Heterozygous
	P369S (single recorded variant)
	—

	G035
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G036
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G037
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G038
	FMF-only
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G039
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G040
	FMF-only
	Compound heterozygous
	M694V + M680I
	Available from recorded zygosity

	G041
	FMF-only
	Homozygous
	M694V/M694V
	—

	G042
	FMF-only
	Homozygous
	M694V/M694V
	—

	G043
	FMF-only
	Heterozygous
	M694V + M694I
	Unavailable

	G044
	FMF-only
	Homozygous
	M694V/M694V
	—

	G045
	FMF with PFAPA-compatible features
	Heterozygous
	E148Q (single recorded variant)
	—

	G046
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G047
	FMF-only
	Heterozygous
	M694I (single recorded variant)
	—

	G048
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G049
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G050
	FMF-only
	Homozygous
	M680I/M680I
	—

	G051
	FMF-only
	Compound heterozygous
	E148Q + M694V
	Available from recorded zygosity

	G052
	FMF-only
	Homozygous
	M694V/M694V
	—

	G053
	FMF-only
	Homozygous
	R202Q/R202Q
	—

	G054
	FMF-only
	Homozygous
	M694V/M694V
	—

	G055
	FMF-only
	Homozygous
	M694V/M694V
	—

	G056
	FMF-only
	Heterozygous
	A744S (single recorded variant)
	—

	G057
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G058
	FMF-only
	Homozygous
	M694V/M694V
	—

	G059
	FMF-only
	Compound heterozygous
	V726A + M694I
	Available from recorded zygosity

	G060
	FMF-only
	Compound heterozygous
	M694V + M694I
	Available from recorded zygosity

	G061
	FMF-only
	Compound heterozygous
	V726A + M694V + M694I
	Unavailable

	G062
	FMF-only
	Heterozygous
	A744S (single recorded variant)
	—

	G063
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G064
	FMF-only
	Homozygous
	M694V/M694V
	—

	G065
	FMF-only
	Homozygous
	M694V/M694V
	—

	G066
	FMF-only
	Homozygous
	M694V/M694V
	—

	G067
	FMF-only
	Compound heterozygous
	R202Q + M694V
	Available from recorded zygosity

	G068
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G069
	FMF-only
	Compound heterozygous
	V726A + M694I
	Available from recorded zygosity

	G070
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G071
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G072
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G073
	FMF-only
	Homozygous
	M694V/M694V
	—

	G074
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G075
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G076
	FMF-only
	Compound heterozygous
	R202Q + M694V
	Available from recorded zygosity

	G077
	FMF-only
	Homozygous
	M694V/M694V
	—

	G078
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G079
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G080
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G081
	FMF-only
	Heterozygous
	R202Q (single recorded variant)
	—

	G082
	FMF-only
	Homozygous
	M694V/M694V
	—

	G083
	FMF with PFAPA-compatible features
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G084
	FMF-only
	Homozygous
	M694V/M694V
	—

	G085
	FMF with PFAPA-compatible features
	Heterozygous
	E148Q (single recorded variant)
	—

	G086
	FMF-only
	Compound heterozygous
	E148Q + A408G
	Available from recorded zygosity

	G087
	FMF-only
	Homozygous
	M694V/M694V
	—

	G088
	FMF with PFAPA-compatible features
	Heterozygous
	A744S (single recorded variant)
	—

	G089
	FMF-only
	Homozygous
	M694V/M694V
	—

	G090
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G091
	FMF-only
	Heterozygous
	A744S (single recorded variant)
	—

	G092
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G093
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G094
	FMF-only
	Homozygous
	M694V/M694V
	—

	G095
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G096
	FMF-only
	Homozygous
	M694V/M694V
	—

	G097
	FMF-only
	Homozygous
	M694V/M694V
	—

	G098
	FMF-only
	Heterozygous
	A744S (single recorded variant)
	—

	G099
	FMF-only
	Heterozygous
	M680I (single recorded variant)
	—

	G100
	FMF-only
	Compound heterozygous
	R202Q + M694V
	Available from recorded zygosity

	G101
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G102
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G103
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G104
	FMF-only
	Heterozygous
	V726A (single recorded variant)
	—

	G105
	FMF-only
	Homozygous
	M694V/M694V
	—

	G106
	FMF-only
	Heterozygous
	R202Q + M694V
	Unavailable

	G107
	FMF-only
	Homozygous
	M694V/M694V
	—

	G108
	FMF-only
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G109
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G110
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G111
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G112
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G113
	FMF-only
	Compound heterozygous
	M694V + M694I
	Available from recorded zygosity

	G114
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G115
	FMF-only
	Heterozygous
	E148Q (single recorded variant)
	—

	G116
	FMF-only
	Homozygous
	M694V/M694V
	—

	G117
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G118
	FMF-only
	Heterozygous
	F479L (single recorded variant)
	—

	G119
	FMF-only
	Homozygous
	M694V/M694V
	—

	G120
	FMF-only
	Homozygous
	R202Q/R202Q
	—

	G121
	FMF-only
	Homozygous
	M694V/M694V
	—

	G122
	FMF-only
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G123
	FMF-only
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G124
	FMF-only
	Homozygous
	M694V/M694V
	—

	G125
	FMF-only
	No variant detected
	No variant detected
	—

	G126
	FMF-only
	Homozygous
	M694I/M694I
	—

	G127
	FMF-only
	Homozygous
	M694V/M694V
	—

	G128
	FMF-only
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G129
	FMF-only
	Homozygous
	M694V/M694V
	—

	G130
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G131
	FMF-only
	Compound heterozygous
	E148Q + M694V
	Available from recorded zygosity

	G132
	FMF-only
	Homozygous
	M694V/M694V
	—

	G133
	FMF-only
	Compound heterozygous
	V726A + M694V
	Available from recorded zygosity

	G134
	FMF-only
	Homozygous
	M694V/M694V
	—

	G135
	FMF-only
	Homozygous
	M694V/M694V
	—

	G136
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G137
	FMF-only
	Compound heterozygous
	V726A + F479L
	Available from recorded zygosity

	G138
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—

	G139
	FMF-only
	Homozygous
	M694V/M694V
	—

	G140
	FMF-only
	Homozygous
	M694V/M694V
	—

	G141
	FMF-only
	Homozygous
	M694V/M694V
	—

	G142
	FMF-only
	Homozygous
	M694V/M694V
	—

	G143
	FMF-only
	Heterozygous
	M694V (single recorded variant)
	—



Notes:
• Study genotype IDs (G001–G143) are deidentified study identifiers and are not clinical record identifiers.
• Recorded zygosity and variant patterns are reported as documented in the retrospective source dataset; no new pathogenicity classification or additional allele assignment was inferred.
• A dash (—) indicates that allelic phase is not applicable to the recorded pattern. “Unavailable” indicates that multiple variants were documented but the retrospective source data did not permit reliable reconstruction of allelic phase.
• For heterozygous records with a single documented variant, the second allele was not inferred. For homozygous records, the same recorded variant is shown on both alleles.
• Patient-level variant patterns should not be interpreted as allele frequencies or as independent evidence of pathogenicity.





