Table S11. Summary statistics for Iso-seq libraries and reads. Per-tissue (leaf, flower, root)
and per-cultivar Iso-seq read counts, high-quality non-chimeric transcript counts, and library
metrics.

Statistics CF ET GG HR NM
Isoseq reads 3,585,920 3,509,350 3,789,538 3,377,672 4,172,578
Isoseq reads (Gbp) 7,0 6,1 7.9 7,1 8,8
N50 2,157 2,059 2,312 2,374 2,383




