Table S9. Structural variants (SVs) detected relative to the New Mexico reference
genome. Numbers of insertions, deletions and inversions in CF, ET, GG and HR genomes
relative to NM, as well as the number of variants within 3 kb of the 5’ end of supported gene
models.

Structure variant CF ET GG HR
type
Insertion 25,401 25,258 3,754 10,761
Deletion 27973 27910 3,720 11,857
Inversion 37 35 4 16
Total variants 53,411 53,203 7,478 22,634




