Supplementary figures



Supplementary Figure 1A
GS-10

Del9p21.3, Del10, Del14q
Del13q, Del22q
Amp7
TERT promoter_mutation

NF1 p.S2460*
RPL5 p. TN56fs



Supplementary Figure 1B
GS-03

EGFR p.R108K
FGFR3 p.G149fs
TERT promoter_mutation

Del9p21.3, Del10
Amp7, Amp19, Amp20
EGFR H.amp



Supplementary Figure 1C
GS-05

Del8p, Del9p21.3,
Del10, Del22q
Amp7
EGFR H.amp
MYOCD p.R772Q
SETD2 p.S279*
FLG p.E1962fs

EGFR p./('3598V

PTEN p.I33T
EGFR p.C636F
MICALCL p.G245fs

MEN1 p.T604A
EGFR p.R324L

No fluidigm data for the pre-treatment sample
TERT clonal in post-treatment sample



Supplementary Figure 1D
GS-07

Del9p21.3, Del10, Del14q
Del13q, Del22q
NF1 p.L2342Q

MAP3K1 p.S394N
TERT promoter_mutation

NF1 p.W2494*

CTCF p.V551A



Supplementary Figure 1E
GS-01

Del 9p21.3, Del10,

Post-Treatment Del14, Del22q

Sample
Pre-Treatment
Sample
Amp19
Amp7
ok amp EGFR H.amp
p- Amp20 TP53 p.R337C
TERT promoter NOTCH1 p.P447L

PDGFRA p.E279K

POLE p.D287H



Supplementary Figure 1F
GS-14 (LUNG)

Del9p21.3 Del10, Del14q
Del13q, Del22q

TERT promoter_mutation

WGD (Amp7, Amp19, Amp20)

ERBB3 p.R679*
RB1
SLC4AS5 p.V399I
EGFR p.C636R
Del15q

RB1 p.A562E
TBL1XR1 p.N136S
FAT1 p.V3481A



Supplementary Figure 1G
GS-08 (LUNG)

Del9p21.3, Del10
TP53 Splice

Del8p
Amp7, Amp19

Amp7, Amp19, Amp20
NF1 p.R1968*
WGD

PTPN11 p.E536G
CDH1 p.N320S
BRAF p.D594E



Supplementary Figure 1H
GS-09

Del9p21.3, Del10
Del14q, Del22q
Amp7

TP53 p.C242S

Del13q
EGFR H.amp
TP53 p.R196P
EGFR p.A289V

TERT present in both samples,
cannot infer clonality because
different DNA aliquots



Supplementary Figure 11
GS-11

Del9p21.3, Del10, Del14q
Amp7
TP53 p.Y163D

e

NJ P53 Splice

Del22q
ZNF483 p.Y624*



Supplementary Figure 2

PKB Pre Only Mutations

suonnquuo)

lown] - jownj —g jown] —¢ lownj —¢lown] —gjlownj —/ jown] g lownj—( .oE:._.lu lown)-g
Lo
— - ™| —
(O] — L F 8-
A it
1 L Ei3
= - w33
- Ei-v
- - - — e
- ¥-v
| .
- =
by :
-
i = a3
[ = b=
| = E=t
L_|| I-
- =
< - - — 5
2 \_’ - i (— i3
o 2-2
L ¥
s - - e
= ol
c L 1-1 ©
o Fo-L =
m = — C = Cec
o | = 5 B = _Hm L m s .
2 = — 3
n._v I = —] _m _m I —] 5
— = — e
== 4 5 & —S _E=—Si8
| - o
ks
&
n\..m — — >
n._v - - 53
-0
=
= = dEE
- = = = 3=
m Fi
E 3
\_' = == = = =5
O = = = = == = eE ¥
= [ E3%
T T T LI I I | T T T LI B B T 1 LI I B | T T T T T LI I | T T muy
M N M eITMAMOM N M OYM NN ONYMNHOO N O OYMNHOG ¥ N SO0 O N oD NS
lown] - lown}—gjlown] —¢ lowny—¢lownj—d lownj—/ lown] —¢ lowny—g lowny — | lownj —
o
- | £
b
(0]
A &
1 53
=~ 933
I-Y
1 4 3%
¥-Y
.
L=
e
b
13} ¢ i
A =
1 23
~ J 93
J “_ i
1 CR
I
L=
3
u i
< 5
\_r mmu
- - 53
[ ¥23
! ._ oy
— b | - E=
]
— — — — E5d
= : ==
= = g —— —Ic =— _nm £53
h = M =
o = == = = =3
= L-Y
[ [ [ [ [ [ [ [ [ = 9-Y
| = S5
] EEa— ™ =
5
¥
(O] 5-
A ¥
1 53
(&) 93
1-¥
o-Y
ml Pt
[ i
5 s =
< o C 9
A Ca-
A (== £83
[ == | plele]
°© ] - =3
= = = (= e
- Y-v
LI | LI | LI I I LI I | T T T LI I I I | T T T T T T T T T T
M NN OO nono QNCwoSwone § G m oI M N HONIMANNS B © M OO ¥ N OO ¥ N ©

Motifs



Supplementary Table 1: Mutation
Rates

All mutations 0.4391 0.1336 1.1796 1.2015 0.4255 2.0028 0.0081
Clonal mutations 0.1627 0.0000 0.5617 0.5907 0.0809 1.3267 0.021
Subclonal mutations 0.2764 0.0000 0.6762 0.6108 0.1596 1.3947 0.0774

SNVs 0.2808 0.0534 0.8425 0.7379 0.3508 1.3265 0.0062

Indels 0.0151 0.0000 0.0562 0.0960 0.0000 0.1808 0.029



