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Supplementary Figure 1. Transcriptional features between subtypes of
SMARCB1-deficient medullary RCC. (A) Heatmap displaying the

transcriptional features across different subtypes of SMARCB1-deficient

medullary RCC. RMCT1-11 represent renal medullary carcinoma cases from
the MD Anderson Cancer Center. WCHO001-003 represent cases of
SMARCB1-deficient medullary RCC in our study. (B) TLS signature scores in
RMC tumor and normal tissues. The gene-expression data were obtained from
MD Anderson Cancer Center (Tumor=11, Normal=6). (C) Evaluation of TLSs
via multicolor immunofluorescence, utilizing co-staining for CD20, CD23, CDS8,

PD-1, PD-L1, PANCK, and DAPI. Representative image of TLSs in WCH-001.



