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Supplementary Figures 

Figure S1. Source data for Fig. 1c. 

 



Figure S2. Source data for Fig. 2d. 



Figure S3. Source data for Fig. 3a.  

 



Figure S4. Expression of p53, ARID1A and ARID1B in MMRd EC cell lines and their derived mouse 
xenografted tumors. a) H&E staining and immunostaining of VOA12371, HOUA-I and VOA14590H cell 
line xenografted tumors. b) Immunoblotting of p53 expression in MMRd EC cell lines.  



Figure S5. Histology of the primary tumors from which p53abn EC cell lines derived. 

 



Figure S6. Source data for Fig. 5b.  

 

   



Figure S7. Immunoblotting confirmed the dual loss of ARID1A/B in EFO-27 cells. 

 



Figure S8. Seahorse assay analyzing the oxygen consumption rate in VOA1066 cells. (A) Oxygen 
consumption rates (OCR) measured with the Seahorse Mito Stress test for VOA1066 cells 
treated with and without IACS-010759 (2 nM for 1 hour). (B) Bar graphs show relative basal 
respiration and ATP-linked respiration in (A). 



Figure S9. Source data for   Fig. 6g. 

 



Supplementary Tables 

Table S1. Molecular features of EC cell lines 

Table S2. STR profiles of 4 in-house developed EC cell lines 



 



 



Supplementary Data 

Suppl. Data 1. List of somatic nucleotide variants (SNVs) of 60 copy-number high primary endometrial 
cancers from TCGA 

Suppl. Data 2. List of CNVs of 60 copy-number high primary endometrial cancers from TCGA. 

Suppl. Data 3. Comparison of gene effect scores between p53abn and MMRd EC cell lines. Genome-wide 
CRISPR screen data was downloaded from the DepMap database. 

Suppl. Data 4. List of ARID1A and ARID1B mutations in all CCLE cell lines. Data was downloaded from the 
DepMap database. 

Suppl. Data 5. Comparison of gene effect scores between ARID1A/B-dual deficient cancer cell lines and 
all ARID1A/B-intact EC cell lines. Genome-wide CRISPR screen data was downloaded from the DepMap 
database.   


