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Supplementary Figure S1. The UPTIDER process from study design to pa-ent inclusion and 

study publica-on, extended from Figure 2. A flowchart and 9meline describe the key 

processes within UPTIDER aDributed to each of the players in the team. Here, addi9onal 

ac9ons prior to pa9ent inclusions and during pa9ent surveillance have been described here. 

eCRF: electronic case report form, LIMS: lab informa9on management system, OSE: open 

science environment, UPTIDER: UZ/KU Leuven Post-mortem Tissue Dona9on to Enhance 

Research. Created with MicrosoR Visio. 

 
Supplementary Figure S2. The architecture diagram of the UPTIDER OSE. A flowchart 

describes the key interac9ons between logis9cal units: computa9on, storage and team players 

within the OSE, highligh9ng data and code flow.  Here, arrows outline flow of data and code 

between players and tools between research and publica9on phases. Addi9onally, 

computa9on has been used to reflect the tool-based ac9ons for data and code computa9on. 



Team players have also been re-classified into three key groups (bioinforma9cians, non-

bioinforma9cians and collaborators) to provide a simplified architecture. Arrow type reflects 

ac9ons such as duplica9on, transfer and API request. API: applica9on programming interface, 

CPU: central processing unit, eCRF: electronic case report form, EGA: European genome-

phenome archive, HPC: high performance compu9ng, LIMS: lab informa9on management 

system, UPTIDER: UZ/KU Leuven Post-mortem Tissue Dona9on to Enhance Research. Created 

with MicrosoR Visio. 
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Supplementary Figure S3. An example of the LIMS metadata. a. On the leR is a liver (ICD-O-3 

code: C22.0) from pa9ent 2001 that was completely invaded with a diffused tumour paDern 

seen at autopsy during 9ssue dona9on. On the right are metastases collected from the tumour 

interface of segment 4 of the liver using our mirrored sample approach. The sample labels 

give informa9on on key metadata such as sample condi9oning, organ loca9on, pa9ent ID, 

sample ID and LIMS ID along with a QR code for metadata collec9on and revision on LIMS. b. 

Completed metadata of the same metastasis on a pre-registered LIMS record aRer sample 

collec9on at the autopsy. FF: fresh frozen, FF-OCT: fresh frozen in OCT medium, FFPE: formalin 

fixed paraffin embedded, INT: interface, NP: non-pathologic. Schema9c based on Labcollector 

(v6.262). 

 

 

Supplementary Figure S4. An example of the eCRF dashboard. The dashboard displays the 

clinical disease course of pa9ent 2003 star9ng from the diagnosis of the primary tumour. Key 

clinical characteris9cs including age at diagnosis, inclusion and death, date of sampling, 

tumour staging, status of tumour biomarkers and tumour histology at primary diagnosis, along 

with incidence of various metastases and dura9on of various treatments are also men9oned 

here. +: posi9ve, ER: estrogen receptor, GI: gastrointes9nal, HER2: human epidermal growth 

factor receptor 2, PR: progesterone receptor, T-DM1: trastuzumab emtansine, TNM: tumour, 

node and metastasis staging. Created using RShiny. Schema9c based on REDCap (v15.0.37). 

 



 
Supplementary Figure S5. An example of the LIMS tool. a. A LIMS record of a breast (ICD-O-3 

code: C50.8) FFPE mirrored sample collected at autopsy during 9ssue dona9on of pa9ent 

2003, along with all the metadata linked to the sample. b. LIMS tool iden9fying the 

appropriate FF-OCT mirrored sample linked to the FFPE sample men9oned above, which will 

be used for library prepara9on prior to next-genera9on DNA or RNA sequencing. Mirrored 

sample 1 represents the closest FFPE link to any FF-OCT sample within the LIMS database, 

with successive mirrored samples (2, 3, 4...) as possible links based on the available metadata. 

FF-OCT: fresh frozen in op9mal cut temperature medium, FFPE: formalin fixed paraffin 

embedded, ID/LCID: LIMS ID, L: leR, LIMS: lab informa9on management system, P: pathologic. 

Created using RShiny. Schema9c based on Labcollector (v6.262). 
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Supplementary Figure S6. Results of the RDM assessment. A radar plot describes the 

performance of our open science environment standards before and aRer the first assessment 

session (yellow and green) when compared to the reference standard set by our ins9tu9onal 

research data management (blue). The scores reflect the status of our environment across 5 

levels from ini9al to op9mized. This assessment rated our environment to be between 

advanced and op9mized across 7 different categories. LTBCR: laboratory for transla9onal 

breast cancer research, RDM: research data management.  Created with MicrosoR 

powerpoint. 
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Supplementary Data 1: Supplementary Table S1 (eCRF founder document) 

Supplementary Data 2: Supplementary Table S2 (eCRF codebook) 

Supplementary Data 3: Supplementary Table S3 (LIMS founder document) 

Supplementary Data 4: Supplementary Table S4 (LIMS codebook) 

Supplementary Data 5: Supplementary Table S5 (Bridge document biobank to data 

warehouse) 

Supplementary Data 6: Supplementary Table S6 (LIMS QC) 

Supplementary Data 7: Supplementary Table S7 (SoRware components and versions) 

Supplementary Data 8: Supplementary Table S8 (Good prac9ces checklist) 

 


