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Supplementary Figure 1. Sensitivity analysis using f=0.5. Total symptomatic population (I+QI 

compartments) in red and simulated mortality (black) in the 48 scenarios. Fixed contact rate is 

used and reported in the right panel (plots in the first and second columns), while density-

dependent contact rate is used and reported in the left panel (plots in the third and fourth 

columns). Each curve results from the sum over 110 districts averaged over 50 replicates per 
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district. Solid lines represent no app users; dashed, dotted and dashed-dotted lines show 

increasing fractions of the population using the app (25,50,75%). 

 

 

 
 

Supplementary Figure 2. Sensitivity analysis using τi=7.76 (Qin J, You C, Lin Q, Hu T, Yu S, 

Zhou XH. Estimation of incubation period distribution of COVID-19 using disease onset 

forward time: A novel cross-sectional and forward follow-up study. Sci Adv. 

2020;6(33):eabc1202. Published 2020 Aug 14. doi:10.1126/sciadv.abc1202). The spatial 

arrangement and the features of the plots (line colors and style) are the same as in Supplementary 

Figure 1. 

 


