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Supplementary Figure 1. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

PT_BASIC (Patient Basic Information) data manipulation language (DML) structure example

DB name

Table name

WHERE

MAIN.Svrld = 10 --Hospital location
MAIN.BirthYmd NOT LIKE " --Exclude entries with blank date of birth
MAIN.Sex NOT LIKE " --Exclude entries with blank gender

MAIN.Svrld = RGT.Svrld

ON MAIN.AlsUnitNo = RGT.AlsUnitNo
RGT.VIdYn = 'Y' --Data with valid cancer registration number
WHERE |RGT.DelYn = 'N' --Data not deleted
RGT.FsDiagYmd >= '20060101" --Diagnosis date is after January 1, 2006
RGT.Svrld = CD.Svrld
ON [RGT.ICDOCd = CD.CD_VAL

CD.CD_TYPE = 1090600 --ICDO Code: Modify code type conditions according to cancer type




Supplementary Figure 2. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

DG_CNCR (diagnosis_cancertype) DML structure example

DB name Table name

RGT.VIdYn = 'Y' --Data with valid cancer registration number
WHERE |RGT.DelYn = 'N' --Data not deleted
RGT.FsDiagYmd >= '20060101" --Diagnosis date is after January 1, 2006

RGT.Svrld = PT.SVR_ID

ON RGT.AlsUnitNo = PT.RESCH_REG_NO

RGT.Svrld = BTH.Svrld

ON RGT.AlsUnitNo = BTH.AlsUnitNo

RGT.Svrld = TRC.Svrld
ON [RGT.AlsUnitNo = TRC.AlsUnitNo
RGT.TumNo = TRC.TumNo

RGT.Svrld = TRC.Svrld
ON [RGT.AlsUnitNo = TRC.AlsUnitNo
RGT.TumNo = TRC.TumNo

RGT.Svrld = CD.Svrld

RGT.ICDOCd = CD1.CD_TYPE = 1090600 --ICDO Code: Modify code type conditions according to cancer type
RGT.ICDOCAM = CD2.CD_TYPE = 1091700 --ICDO Morphology code

output of CASE statement = CD3.CD_TYPE = 1091100 --initial stage code

ON




Supplementary Figure 3. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

EM_LAB (test_diagnostic test) DML structure example

DB name Table name

MAIN.Svrld = PT.SVR_ID
MAIN.AlsUnitNo = PT.RESCH_REG_NO

MAIN.Svrld = DX.Svrld
MAIN.AlsUnitNo = DX.AlsUnitNo
MAIN.AlsChosNo = DX.AlsChosNo

MAIN.Svrld = CD1.Svrld
MAIN.GrOrdCd = CD1.CD_VAL
CD1.CD_TYPE = 1110800 --Modify code type conditions according to cancer type

MAIN.Svrld = CD2.Svrld
MAIN.OrdCd = CD2.CD_VAL
CD2.CD_TYPE = 1111000 --Modify code type conditions according to cancer type




Supplementary Figure 4. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

EM_IMEX (test_imaging test) DML structure example

DB name Table name

MAIN.Svrld = PT.SVR_ID
MAIN.AlsUnitNo = PT.RESCH_REG_NO

MAIN.Svrld = DX.Svrld
MAIN.AlsUnitNo = DX.AlsUnitNo
MAIN.AlsChosNo = DX.AlsChosNo

MAIN.Svrld = CD1.Svrld
MAIN.OrdCd = CD1.CD_VAL
CD1.CD_TYPE = 1121100 --Modify code type conditions according to cancer type

MAIN.Svrld = CD2.Svrld
MAIN.EDICd = CD2.CD_VAL
CD2.CD_TYPE = 1120700 --EDI code




Supplementary Figure 5. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

OP_OPNN (surgery_surgical findings) DML structure example

DB name Table name
WHERE FrmNm LIKE 'Operation note%' OR FrmNm LIKE 'Surgery note%'
AttrCd IN (‘A0000664','A0000743','A0000728','A0007225") --Surgeon
MAIN DSC_LUNG CNCR_FRM (Document Form) FRM
Sequence for
removing duplicate |ROW_NUMBER() OVER() --Select the most recent surgical record of the same surgery by the same surgeon
INNER JOIN YCDL_LUNG PT_BASIC (Patient Basic Information) PT ON RIS S PSR

FRM.AlsUnitNo = PT.RESCH_REG_NO

FRM.Svrld = COL_1.Svrld

FRM.AlsUnitNo = COL_1.AlsUnitNo

LEFT JOIN DSC_LUNG CNCR_FRM (Document Form) COL_1 ON FRM.AlsChosNo = COL_1.AlsChosNo

FRM.FrmClnKey = COL_1.FrmClnKey

COL_1.AttrCd IN (attribute codes where the column value exists) or Value condition

FRM.Svrld = COL_2.Svrld

FRM.AlsUnitNo = COL_2.AlsUnitNo

LEFT JOIN DSC_LUNG CNCR_FRM (Document Form) COL_2 ON FRM.AlsChosNo = COL_2.AlsChosNo

FRM.FrmClnKey = COL_2.FrmCInKey

COL_1.AttrCd IN (attribute codes where the column value exists) or Value condition

FRM.Svrld = COL_3.Svrld

FRM.AlsUnitNo = COL_3.AlsUnitNo

LEFT JOIN DSC_LUNG CNCR_FRM (Document Form) CcoL_3 ON FRM.AlsChosNo = COL_3.AlsChosNo

FRM.FrmClnKey = COL_3.FrmClnKey

COL_1.AttrCd IN (attribute codes where the column value exists) or Value condition

JOIN

FRM.Svrld = COL_24.Svrld

FRM.AlsUnitNo = COL_24.AlsUnitNo

LEFT JOIN DSC_LUNG CNCR_FRM (Document Form) COoL_24 ON FRM.AlsChosNo = COL_24.AlsChosNo

FRM.FrmClnKey = COL_24.FrmCInKey

COL_1.AttrCd IN (attribute codes where the column value exists) or Value condition

AttrNm LIKE 'Operation name%' AND AttrValue <> " AND AttrDataCd <> " --Attribute code for the attribute "surgery

WHERE }
name

LEFT JOIN DSC_LUNG CNCR_FRM (Document Form) OpCd
FRM.Svrld = OpCd.Svrld

On FRM.FrmCInKey = OpCd.FrmCInKey

OpCd.Svrld = CD.Svrld
INNER JOIN YCDL YCDL_CODE_TBL (YCDL Code Table) cD ON OpCd.AttrDataCd = CD.CD_VAL
CD.CD_TYPE = 1180600 --Surgery Code: Modify code type conditions according to cancer type




Supplementary Figure 6. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

TX_CHTH (treatment_chemotherapy) DML structure example

DB name Table name Coulmn name

StrYmd NOT LIKE " --Exclude entries with a blank start date

--Although there are prescription sequence numbers where ExecYmd is NULL, the condition to exclude blank
execution dates is not set

INNER JOIN [UFN_YCDL_CODE] CDT1 --Regimen or clinical drug-related prescription code

WHERE

DCYn = 'N' --Select non-cancelled drug prescriptions
WHERE |--If the condition to exclude blank execution dates is set, non-institutional prescription details might be
omitted. Therefore, this condition is not set. Check the execution status with DrgExecStusCd

DelYn
I1sCTx =

' --Data not deleted
--Selected treatment details for chemotherapy

WHERE

MAIN.Svrld = PT.SVR_ID

o MAIN.AlsUnitNo = PT.RESCH_REG_NO

MAIN.Svrld = C.Svrld
MAIN.AlsUnitNo = CAlsUnitNo
ON  [MAIN.AlsChosNo = C.AlsChosNo
MAIN.OrdYmd = C.OrdYmd
MAIN.OrdSeq = C.OrdSeq

MAIN.Svrld = D.Svrld
MAIN.AlsUnitNo = D.AlsUnitNo
ON  [MAIN.AlsChosNo = D.AlsChosNo
MAIN.OrdYmd = D.OrdYmd
MAIN.OrdSeq = D.OrdSeq

MAIN.Svrld = E.Svrld
ON  [MAIN.AIsUnitNo = E.AlsUnitNo
MAIN.OrdYmd = E.StrYmd

MAIN.Svrid = DX.Svrld
ON  [MAIN.AIsUnitNo = DX.AlsUnitNo
MAIN.AlsChosNo = DX.AlsChosNo

MAIN.Svrld = CDT.Svrld

MAIN.DiagGrpCd = CDT2.CD_TYPE = 1210900 --Cancer Group Code
MAIN.RegimenCd = CDT3.CD_TYPE = 1211100 --Regimen Code
MAIN.MedTret = CDT4.CD_TYPE = 1211500 --Treatment Aim Code

ON




Supplementary Figure 7. Examples of data extraction methods: MS-SQL query - Extract data from the YCDL table by joining or unioning with the DSC table.

TE_DEAD (progress_death information) DML structure example

DB name Table name
DSC_cancertype FRM.FrmCd IN (‘F0000804','F0000817','F0001178','F0002858','F0001112','F0002482','F0002791') --Form codes related to death records
ALL UNION O IR S FRM WHERE | M.AttrCd IN (A0003953'A0040412, A0043737' ACDS0638, AC06BIB4' AQ0B7449' A0016001) —Atribute codes related to date and time of death
DSC_cancertype @ CNCR_DX (Encounter/Diagnosis) DX WHERE |DX.DscType IN ('41','42") --Discharge type codes: death, death before arrival
MAIN
(Cancer Patient Follow-up TRC.DelYn = ‘N' --Data not deleted
RECCRCIDE SJCRCRADMORNRC Information) BRS IAHERE TRC.DeadYmd NOT LIKE " --Exclude entries with blank date of death
RGT.VIdYn = 'Y' --Data with valid cancer registration number
@ (Cancer Patient RGT.DelYn = 'N' --Data not deleted
D! . . RGT WHERE . X . . . .
EECTIETR CNCR_TUMOR_RGT Registration) @ RGT.DisqualifyYmd IS NULL OR RGT.DisqualifyYmd LIKE " --Exclude entries with blank disqualification date
TRC.DeadYmd IS NULL OR TRC.DeadYmd LIKE " --Condition to select entries with blank date of death for tumor number disqualification
. . . MAIN.Svrld = PT.SVR_ID
INNER JOIN |YCDL_cancertype PT_BASIC (Patient Basic Information)| PT ON MAIN.AIsUnitNo = PTRESCH_REG_NO
ON MAIN.Svrld = DQLF.Svrld
. MAIN.AlsUnitNo = DQLF.AlsUnitNo
(Cancer Patient
LEFT JOIN |DSC_cancertype CNCR_TUMOR_RGT . ; DQLF
Regjistration) RGT.VIdYn = 'Y' --Data with valid tumor number
WHERE [RGT.DelYn = 'N' --Data not deleted
RGT.DisqualifyYmd IS NULL OR RGT.DisqualifyYmd LIKE " --Exclude entries with blank disqualification date
ON MAIN.Svrld = DD_CD.Svrld
(Cancer Patient Follow-up MAIN.AlsUnitNo = DD_CD.AlsUnitNo
LEFT JOIN [DSC rt CNCR_TUMOR_TRC . DD_CD
—cancertype - - Information) - RGT.VIdYn = 'Y' --Data with valid tumor number
WHERE |RGT.DelYn = 'N' --Data not deleted
JOIN DD_CD.DeadYmd IS NULL OR DD_CD.DeadYmd LIKE " --Condition to select death codes for blank date of death
MAIN.Svrld = DD_CNTE.Svrld
ON |MAIN.AlsUnitNo = DD_CNTE.AlsUnitNo
LEFT JOIN |DSC_cancertype CNCR_FRM (Document Form) DD_CNTE RN ARGy = (DD ENIE A LGy
WHERE DD_CNTE.AttrCd IN ("A0017954','A0017955','”A0017956','A0021311") --Attribute codes related to cause of death
DD_CNTE.AttrValue NOT LIKE " --Exclude entries with blank attribute values
MAIN.Svrld = GB.Svrld
LEFT JOIN |DSC_cancertype CNCR_DX (Encounter/Diagnosis) GB ON |MAIN.AlsUnitNo = GB.AlsUnitNo
MAIN.AlsChosNo = GB.AlsChosNo --Research visit number related to death records
MAIN.Svrld = CD.Svrld
MAIN.DeadCd = CD1.CD_TYPE = 1270400 --Cause of death diagnosis code
EERILOIN (YCDE JCRLICORERIEE (GBIl Gerte Titel) @ Ol MAIN.DeadResnCd = CD2.CD_TYPE = 9172600 --Cause of death code: cancer death, non-cancer death, unknown cause
MAIN.FrmCd = CD3.CD_TYPE = 9140600 --Form code
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Supplementary Figure 8. Development of a SQL table-valued function to convert free text remote
metastasis details to YCDL site codes, enhancing adaptability and simplifying ETL query management.
When converting the free text of remote metastasis details from source data to YCDL remote metastasis site
codes, excessive CASE WHEN conditions were used. However, we developed a SQL table-valued function to
extract the data. By managing the CASE WHEN conditions through a string management table, instead of
modifying the ETL query whenever new string data occurs, we only need to add the new string to the
management table. This approach increases adaptability to new data and simplifies ETL query management.

[Previous Method for Extracting Remote Metastasis Site Code Data]

® CASE WHEN in ETL query

--C15 Esophagus(& E£9] 2tdMME)
WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥EsophagusiX' THEN '15°

=y
- R G ST

--C16 Stomach({%|2] 24 A4 =)
4! WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥Stomachi' THEN '16'
47 -—C17 Small intestine(&2 ZA0| SMAIMSY
48 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '%3mall intestineX” THEN '17°
9 WHEN [value] COL Korean_Wansung_CI_AS LIKE "Xduocdenal%' THEM "17'
8 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥duodenumi' THEN °17'
1 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥ileum¥’ AND [value] COLLATE Korean_Wansung_CI_AS NOT LIKE "¥pelvi%' THEN "17°
2 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE 'Xsmall bowel%' THEN '17'
4 --C18 Colon(ZH Q| MAMMEE)
5 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE "¥ColonX’ THEN '18
6 WHEN [value] COL Korean_Wansung_CI_AS LIKE 'Xappendixi' THEN "18'
7 WHEN [value] COLLS Korean_Wansung_CI_AS LIKE '¥sigmoidk' THEN "18'

=7}

--C19  Rectosigmoid junction(FZLEZFE 0RO U HMNEE)
WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥Rectosigmoid junction¥' THEN "19°'

@ o

--C28
WHEN [value]

Rectum{ 2 % 9 )
COLLATE Korean_Wansung_CI_AS LIKE '¥Rectum¥’ THEN '28°

1 Eh ch G Gy Gh Gh o oY G0 Gh Lh Ln LN L Lh Lh LA G Un b e
@ B LR E

B T T N N B X T 0 0 0 0 0 0 B R I R R R I I SR X R SR R Wy X}

--21  Anus and anal canal(ZZ2 T FZ O ABHMEF)
WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥Anus and anal canal%’ THEN '21"
8 -—€22 Liver and intrahepatic bile ducts(7t 3 il Z7jT(ZE)9 AHMES)
9 WHEN [value] COL Korean_Wansung_CI_AS LIKE '%Liver and intrahepatic bile ductsk’ THEN '22°
5] WHEN [value] COL Korean_Wansung_CI_AS LIKE "¥liverX" THEN '22°
71 WHEN [value] COL Korean_Wansung_CI_AS LIKE "¥34%" THEN '22
12 WHEN [value] CO Korean_Wansung_CI_AS LIKE "¥36%" THEN '22'
73 = WHEN TransCd = '83" AND [value] COLLATE Korean_Wansung_CI_AS LIKE "%t 2I%' THEN "22" —-EfHE
74
75 --C23  Gallbladder(Z'gY YHdHEZ)
76 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '¥Gallbladder%’ THEW '23°
77 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE "%gallbladdeX’ THEN '23°
78 WHEN [value] COLLATE Korean_Wansung_CS_AS LTKE "¥GBX' THEN '23'
79
88 --C24  Other and unspecified parts of biliary tract(7|E} 2 HMHEE Tt 229 HHdMEF)
81 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE '%Biliary tract®’ THEN "24
82 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE le duct¥' THEN '24°
83 WHEN [value] COL Korean_Wansung_CI_AS LIKE liary duct%' THEN "24'
84 WHEN [value] COL Korean_Wansung_C5_AS LIKE "¥CBD%' THEM "24'
85 WHEN [value] COLLATE Korean_Wansung_CI_AS LIKE 'Zcommon bile duct%' THEN "24°

[Method for Extracting Remote Metastasis Site Code Data]

®  User-defined function UFN_CaseMng_Table in the ETL query
45 OUTER APPLY YCDLMNG.dbo.UFN_CaseMng Table ('YCOL_CLRC','TE_MTST®, 'TransCd',DSC.TransCd,DSC.TransEtc) ZZ
®  String table referenced within the user-defined function
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Supplementary Figure 9. Examples of data extraction methods: Python User-Defined Function.

Use the results of MS-SQL DML queries as input data for a Python user-defined function and load the output
data into the YCDL table. Create a corpus for correcting typographical errors in strings.

Example) Words related to biopsy (delimiter: underscore)

biiopsy_biipsy bikopsy bioipsy biojpsy_bioopsy biopay biopby bioposy bioppsy biops biopspy biopssy bi
opsuy_biopsy biopy biopys biospsy biospy biosy bipopsy biposy bippsy bipsy bispsy boipsy bopsy buo
psy_Bx_Byopsy

Example) Words related to breast (delimiter: underscore)
Orcast Beast Berast Braest Brast Breaast Breasst Breast Breat Breatst breawst Breazst Breazt Brerast Br
esast Bresat Bresst Brest Brreast Bsreast

Example) Usage of corpus and Python function

fuet
o tl4 DB : YCDL_BRST o Column 0 &
Ho|2® Y  EHOZam Y LTOET L I £ LRETEL T ¢ Corpus® Y Function Y Function2 Y

PT_BASIC SVR_ID MHID

PT_PHIS RESCH_REG_NO

PT_SHIS PATH_RCEP_YMD ENZTSE

PT_DRNK MDDP_CD

PT_FMHS PATH_READ_YMD

PT_BDMS PATH_NO g2e=

DG_INFO PATH_RNK_NO gg=sy

DG_ECHI NM_OP_CNTE Name of operation

DG_CNCR PATH_DIAG_CNTE Pathological diagnosis

DG_CONS MJR_SITE_CNTE Major site

EM_LAB TYP_PROC_CNTE Type of procedure

EM_IMEX SAL_SYBN SPCM_ID_CNTE ID of specimen

EM_GENE ZA_RBRBA LOC_CNTE Location breast S_S_ReplaceTypo(data)

EM_FCLT ZM_7Is3M MAIN_DIAG_CNTE Main diagnosis

PH_BPSY g3 _szes TUMR_SIZE_CNTE Tumor size

PH_SRGC 2 2apE3| HSTC_TYP_CNTE Histologic type

PH_IMML g2 _FgEX NCLR_GRD_CNTE Nuclear grade
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Supplementary Figure 10. Overview of Python script-based operations for complicated elements. For certain datasets requiring intricate extraction protocols,
bespoke ETL strategies were devised using Python scripts crafted for each specific operation.

= ETL system =
Source Data =4 q:) Y Target Data gi
DSC_Panoesic
= Patiant — WORKER EXECLTOR
- Examinatin R
s P ——  |woman | EXECLTOR [ Tasx | )— ------- £ - Pa
. r Registry . C Regary - Ca ;1-.-;,:--.- * Ca egistry —_— | woRaR | EXECLTOR m ‘ -------- » T T T B " e
DSC_Lung DSC_Prostate | DSC_Bile duct YCDL_Lung YCDL_Prostate | YDUBile duct
DSC_Liver DSC_Meanons DSC_Thyroid —_— wowgn | EXECUTOR m }. _______ > YCDL_Liver YCDL_Thyroid
L pyth ? H
LY on 1
‘,: Module : DATA Load : DATA Return
= ;- ]
]

Transforming Function File

. Function Target Data
Generate python code for data Extraction Upload python File

*Function Name * Upload python * Python Function
*File Path Name Fileto ETL System mappingtothe
*Class Name target data column

*Python Code
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Supplementary Figure 11. Overview of the automated collection, processing, and interpretation of next-generation sequencing data using specialized
bioinformatics tools. Targeted DNA and RNA sequencing were performed using the TruSight Tumor 170 (TST170, Illumina) and TruSight Oncology 500 (TSOS500,
I[llumina) panels. Secondary analysis, including read alignment, variant calling, and variant annotation, was conducted using the TST170 and TSO500 Local Apps. For
tertiary analysis, we employed an in-house pipeline for additional annotation, variant filtering, prioritization, and interpretation, which discarded false positives, germline
variants, and SNPs. Institutional pathologists manually reviewed the variant interpretations. Pathogenic variants categorized as Tier 1 were automatically collected and
transferred to YCDL. Many procedural steps were automated using OncoSTATION (Geninus).
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Supplementary Figure 12. Continuous QC steps within distinct closed-loop systems. A series of data quality control steps gradually enhanced the accuracy of the

cleansed target data with minimal intervention.
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Supplementary Figure 13. Architecture of the developed clinical decision support system (CDSS). The
CDSS User Interface (Ul) front-end components include: (1) patient information, (2) DICOM image
visualization for PACS-integrated 3D tumor display, and (3) a longitudinal view of the complete patient journey
with a timeline of key events and data points. Additional components for survival prediction, personalized
news/journals, and clinical trial information are under development. The CDSS Front-End, built using Svelte
and React, provides an interactive Ul and visualizes data received from the Back-End. Key functionalities
include user interaction management and data visualization. The CDSS Back-End, implemented with FastAPI,
processes data requests from the Front-End and performs computations. It handles RESTful API requests,
DICOM data processing, Al-based survival analysis, web scraping services, and visualizes DICOM data using
the VTK library. The Front-End Modules include a 2D/3D Visualization Module and a Timeline Module. The
2D/3D Visualization Module supports both 2D and 3D visualization of DICOM images as VTK images. The
Timeline Module arranges patient data chronologically, supporting zooming and dragging interactions. The
Back-End Modules include an AAA Module for Authentication, Authorization, and Accounting using JWT, and
a DICOM Image Transformation Module for converting DICOM images into VTK images using the VTK
library.
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(Note: Modules depicted with a darker shade are under development for future integration and are not currently

available for use.)
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Supplementary Table 1. Accuracy and missing data rates of segmented data in YCDL from surgical and
molecular pathology for various cancer types

Type Cancer Type Number of  Accuracy ~ Missing rate

features (%) (%)

Surgical YCDL BRST 16 PH SRGC 32 91.48 4.86
Pathology  vopp cLRC 16 PH SRGC 28 89.00 9.07
YCDL_LUNG_16 PH_SRGC 23 98.08 0.96
YCDL_GSTR_16 PH_SRGC 23 92.69 6.34

YCDL _LVER 16 PH SRGC 32 98.75 0.47

YCDL MLNM 16 PH _SRGC 26 86.54 10.69

YCDL KDNY 16 PH SRGC 26 95.87 2.07

YCDL PRST 16 PH _SRGC 20 95.40 1.70

YCDL _THRD 16 PH SRGC 28 91.14 1.14
YCDL_PNCT 16 PH_SRGC 22 92.45 7.18

YCDL BLDT 16 PH SRGC 33 89.49 0.49
Molecular ~ YCDL BRST 17 PH_IMML 16 98.37 1.38
Pathology v, cLrC 17 PH IMML 16 100.00 0.00
YCDL_LUNG 17 _PH_IMML 10 94.60 5.40

YCDL _GSTR 17 _PH IMML 10 94.60 5.40

YCDL _LVER 17 PH IMML 11 98.72 0.55

YCDL MLNM 17 PH IMML 16 95.38 3.75

YCDL KDNY 17 PH IMML 15 98.67 0.40
YCDL_PRST 17 PH IMML 9 92.00 8.00
YCDL_THRD 17 PH IMML 11 99.45 0.36

YCDL PNCT 17 _PH IMML 13 98.92 0.00

YCDL_BLDT 17 PH_IMML 13 99.85 0.00




