Description of Additional Supplementary Files

Title: Supplementary Data 1a-f
[bookmark: _GoBack]Description: Significant changes in abundance of microbiome communities at phyla, family, and genus level. Differential abundance testing using DESeq2 with the Benjamin-Hochberg adjustment. p-adj = adjusted p-value. Log2FC =Log2 fold change. SOD1=SOD1 G93A mice. WT=wildtype mice, SOD1Cpt1a/Cpt1a =SOD1 G93A mice with a Cpt1a P479L homozygote mutation, E=Etomoxir, P=Placebo, HFD=High fat diet, CORT=Corticosterone. 

Title: Supplementary Data 2
Description: Source data for figure 1, 2, 5-9.
