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Supplementary Fig. 1

WT pUBQ10:Ser2P-mintbody

Supplementary Fig. 1: Growth phenotype of Ser2P-mintbody-expressing seedling.

Growth phenotypes of wild-type (WT) and pUBQ10:Ser2P-mintbody seedlings grown under long days.
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Ser2P-mintbody

Ser2p

Read count Per Million mapped reads
Read count Per Million mapped reads

Kb  -05kb Center O05kb  1kb

Ser2P-mintbody Ser2P

787

Common (9572 targets)

Ser2P-mintbody

Ser2P

Ser2P only

Ser2P-mintbody only 4264
336

Read count Per Million mapped reads

kb -05kb 5 3  05kb 1kb

-
«Q

Ser2P only (4264 targets)
8.0 8.0
Ser2P-mintbody

Ser2P-mintbody only (336 targets)

SerzP-mintbody

7.0 7.0

Ser2p Ser2p

6.0 6.0

5.0

5.0

4.0

Read count Per Million mapped reads
Read count Per Million mapped reads

30 3.0 / ‘
/ \
20 | ——\“’/ 20] o N
1.0 104
-1kb  -0.5kb 5’ 3 0.5kb  1kb -1kb  -0.5kb 5 3 0.5kb  1kb

Supplementary Fig. 2: Average profile plot showing that Ser2P-mintbody and RNAPII Ser2P have a similar
distribution profile and localize to common loci.

(a) Distribution of Ser2P-mintbody around the peak summits of RNAPII Ser2P target genes in pUBQ10.Ser2P-
mintbody seedlings. Center: peak summit of RNAPII Ser2P; —1 kb, —0.5 kb: 1 or 0.5 kb upstream of Center; 0.5 kb,

1 kb: 0.5 or 1 kb downstream of Center. (b) Distribution of EGFP-3xFLAG and Ser2P vs gene-body shown as an
3



average profile plot. TSS: transcription start site; TES: transcription end site; —1 kb: 1 kb upstream of TSS; 1 kb: 1
kb downstream of TES. (¢) Venn diagram showing the overlap of Ser2P-mintbody- and Ser2P-enriched genes of
another biological replicate (rep2). (d) Venn diagram of peak groups. (e—g) Distribution of Ser2P-mintbody and
RNAPII Ser2P around peak summits in pUBQ10:Ser2P-mintbody seedlings. 5': start point of peak summit; 3": end

point of peak summit; —1 kb, —0.5 kb: 1 or 0.5 kb upstream of 5'; 0.5 kb, 1 kb: 0.5 or 1 kb downstream of 3'.



Supplementary Fig. 3
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Supplementary Fig. 3: Two-component system in 4. thaliana.

(a) Observations with the two-component system in seedlings expressing pRPS5a:Ser2 P-mintbody-IntF2A-H2B-
mRuby. Petal epidermal cells were observed in three T seedlings raised from the same T; seedling. Merged images
of Ser2P-mintbody (green) and H2B-mRuby (magenta) are shown. Scale bars, 30 um. (b) Ratios of the
fluorescence intensity of Ser2P-mintbody relative to H2B-mRuby. Ratios were calculated from 225-253 nuclei in
each petal, and values are shown in dot plots. n=biologically independent cells. CV: coefficient of variation. Source

data underlying the plot are available as Supplementary Data 6.
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Supplementary Fig. 4: Uncropped images of western blots in Fig. 2c.

(a, b) Uncropped images from Fig. 2c of membranes processed with anti-GFP antibody (a) or anti-f-tubulin
antibody as a loading control (b). Uncropped images of replicate 2 in Fig. 2¢ and a biological replicate are shown.
Lane 1: sample extracted from a plant expressing p35S:EGFP; lane 2: sample extracted from a plant expressing
p35S:EGFP-IntF2A-tdTomato-NLS. The membrane was first processed with anti-GFP antibody and, after stripping,

was reprobed with anti-B-tubulin antibody.
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Supplementary Fig. 5: Uncropped images of western blots in Fig. 3b.

(a-d) Uncropped images from Fig. 3b of membranes processed with anti-Ser2P antibody (MABI0602) (a, ¢) or anti-
RFP antibody as a loading control (b, d). Uncropped images of replicate 1 in Fig. 3b and a biological replicate are
shown. After blotting, the membranes were cut and divided into the upper part (a, c¢) and the lower part (b, d). The

upper and lower parts were processed with anti-Ser2P antibody (MABI0602) and anti-RFP antibody, respectively.
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Supplementary Fig. 6: Uncropped images of western blots in Fig. 3e.

(a—d) Uncropped images from Fig. 3e of membranes processed with anti-Ser2P antibody (MABI0602) (a, c) or
anti-RFP antibody as a loading control (b, d). Uncropped images of replicate 1 in Fig. 3e and a biological replicate
are shown. After blotting, the membranes were cut and divided into the upper part (a, c) and the lower part (b, d).

The upper and lower parts were processed with anti-Ser2P antibody (MABI0602) and anti-RFP antibody,

respectively. FP: flavopiridol.



