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All studies must disclose on these points even when the disclosure is negative.
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
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Methods
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Human research participants
Policy information about studies involving human research participants

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Clinical data
Policy information about clinical studies
All manuscripts should comply with the ICMJEguidelines for publication of clinical research and a completedCONSORT checklist must be included with all submissions.

Clinical trial registration

Study protocol

Data collection

Data of all available patients have been used for analysis. A power analysis is not made. Despite the lack of power analysis the sample should
be considered sufficient as this study has the highest number of African American patients with prostate cancer in literature.

This data only includes patients who had the commercially available Decipher test performed after radical prostatectomy. Any patient without
the test were excluded due to lack of sequencing data.

The methodology is thoroughly explained and is easily reproducible. We have performed similar analyses with the commercially available
TCGA dataset and a small sample size from a different clinical trial.

Patients were divided into two groups based on race.

not applicable to our study

All patients who underwent radical prostatectomy for localized or locally advanced prostate cancer and subsequently
underwent a commercially available genomic testing done.

All patients included in the study underwent radical prostatectomy for prostate cancer.

Institutional Review Board at Icahn School of Medicine at Mount Sinai approved the study.

n/a

IRB protocol information can be requested from the PI Dr. Ash Tewari.

The clinical data used in the study is submitted to Decipher Biosciences prior to the Decipher testing. Any missing information is
gathered by authors from the Icahn School of Medicine at Mount Sinai




