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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Microarray data used to support this study is deposited in Gene Expression Omnibus database repository with the accession number GSE189086, (https://
www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE189086) 88. The scripts to reproduce the processed data and all figures is available online (https://github.com/
boutroslab/Supp_Neufeldt_2021). Data used to produce all graphs in the manuscript can be found in Supplementary data 1. The raw western blots used to make
panels in Supplementary Figure 3 can be found in Supplementary Figure 6. The remainder of the data that support the findings of this study are available from the
corresponding authors upon reasonable request.

Experiments were performed using sample sizes based on standard protocols in the field. No statistical test was performed to predetermine

sample size.

No relevant data were excluded from this manuscript.

For all data shown in the paper, unless otherwise stated, experiments were replicated the indicated number of times with a minimum of 3
biological replicas. No replicates where excluded from the data.

Sample allocation was random.

When applicable, experiments were conducted in a blinded manner.

Primary antibodies: Mouse anti-dsRNA J2 (Scicons: 10010500, IF-1:1000); Mouse anti-SARS-CoV-2 N protein (Sino Biological: 40143-
MM05, IF - 1:1000; WB - 1:1000); Rabbit anti-SARS-CoV-2 Spike protein (Abcam: ab252690, WB- 1:1000); Rabbit anti-IRF3 (Cell
Signaling Technology: 11904S, IF - 1:400); Mouse anti-P65/RELA (Santa Cruz: sc-8008, IF - 1:100); Rabbit anti-cGAS (Atlas Antibodies:
HPA031700, IF – 1:100); Rabbit anti-STING (Atlas Antibodies: HPA038534, IF – 1:100); Mouse anti-dsDNA (Abcam: ab27156, IF –
1:2000); Rabbit anti-p65/RELA (Cell Signaling: L8F6, WB – 1:1000); Rabbit anti-phospho-p65/RELA (Cell Signaling: 3033, WB - 1:1000);
Rabbit anti-IkB (Cell Signaling: 9242s, WB – 1:1000); Sheep and-TGN46 (Biorad:AHP500G, IF-1:200); Mouse anti-Actin (Sigma Aldrich:
A5441, WB-1:5000); Rabbit anti-HA (Thermo Fisher PA1-985 IF-1:500); Rabbit anti-pIRF3 (Cell Signaling: 4947, WB – 1:1000); Mouse
anti-PDI (Thermo Fisher: MA3-019, IF-1:200); Mouse anti-IL-6 (R&D systems: MAB2061-100, Neutralization 1:1000); Goat anti-TNF




