Description of Additional Supplementary Files

File name: Supplementary Data 1
Description: P Statistics of clean sequencing data used for S. biformis genome assembly.
File name: Supplementary Data 2
Description: Statistical results from the genome survey.
File name: Supplementary Data 3
Description: The statistics of contig-level assemblies.
File name: Supplementary Data 4
Description: Statistics of repetitive sequences by RepeatMasker.
File name: Supplementary Data 5
Description: The statistic of genome annotation.
File name: Supplementary Data 6
Description: The statistics for functional annotation.
File name: Supplementary Data 7
Description: Summary of ncRNA.
File name: Supplementary Data 8
Description: Species information used in this study.
File name: Supplementary Data 9
Description: Statistics of Gene family.
File name: Supplementary Data 10
Description: Statistics of genes for each species.
File name: Supplementary Data 11
Description: Significantly enriched GO terms of expansion gene families in S. biformis.
File name: Supplementary Data 12
Description: Significantly enriched KEGG pathways of expansion gene families in S. biformis.
File name: Supplementary Data 13
Description: Significantly enriched GO terms of expansion gene families in T. palmi
File name: Supplementary Data 14
Description: Significantly enriched KEGG pathways of expansion gene families in T. palmi.
File name: Supplementary Data 15
Description: Significantly enriched GO terms of expansion gene families in F. occidentali.
File name: Supplementary Data 16
Description: Significantly enriched KEGG pathways of expansion gene families in F. occidentali.
File name: Supplementary Data 17
Description: Differentially expressed genes in deltamethrin-treated and control group of S. biformis. Significance cutoff was logFC>1.5 and logFC<-1.5.
File name: Supplementary Data 18
Description: Differentially expressed genes in imidacloprid-treated and control group of S. biformis. Significance cutoff was logFC>1.5 and logFC<-1.5.
File name: Supplementary Data 19
Description: Pairwise Spearman's correlation between transcriptome biological replicates.
