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Supplementary Figure 1. Sampled areas and connectivity analysis of Al and Gl in Mouse and Human.
a. Mouse area of "L_Agranular insular area, dorsal part” and ” L_Agranular insular area, ventral part” were
combined into Al, while “L_Visceral area” represents Gl. Human Al and Gl areas were selected by brushing
sub-areas within the short and long insular gyri according to https://doi.org/10.1016/j.jhevol.2012.12.003.
b. Correlations of Al and GI within Human FC (Spearman r = 0.93 , p value = 0.0003) and Mouse SC
Source/Targets (Spearman r = 0.92, p value = 0.0005/ Spearman r = 0.94, p value = 0.0002).

a Sources b Targets

Human GI  Mouse Al Sources Human GI  Mouse Al Targets

3N% 355 %,
(] o @@O
<& 678 78 1422 >
O (o) O A
e o,o% LS %, g
2 302 4 274
5 0

Supplementary Figure 2. Overlap of top and bottom correlated genes with Al/GI connectivity across
human and mouse.
a. Overlap of genes in the top and bottom 1% of gene expression correlations with Human FC and Mouse
SC Sources across 10 subcortical areas for Al and Gl. b. Overlap of genes in the top and bottom 1% of gene
expression correlations with Human FC and Mouse SC Targets across 10 subcortical areas for Al and Gl.
Diagrams were generated with https://bioinformatics.psb.ugent.be/webtools/Venn/ (see Table 3).




