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Supplementary Figure 1. Recent divergence between the Ngorongoro Crater and Serengeti plains 
(Ndutu, n=2; Endulen, n=1; Tanzania, n=2) using the SMC++ and 50 bootstrap runs. Dashed and dotted 
lines depict the mean 95% CI, respectively. Mean: 178.7179; 95% HPD: 41- 379.8. 
 



 
Supplementary Figure 2. ROH length distribution per individual genome. The length of those ROH 
is used to infer the approximate timing of inbreeding events (see Table S5). 
 
 
 



 
Supplementary Figure 3. Counts of High and Moderate impact variants separated by heterozygous or 
homozygous state for 16 lions (with sequencing depth 14X). Horizontal lines within boxplots depict the 
mean, bounds of boxes represent the standard deviation, and vertical bars represent minima and 
maxima. Statistical significance was assessed with Wilcoxon signed-rank test (n=4).  
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