Description of Additional Supplementary Files

Supplementary Data 1. Isolates and their associated metadata used in the phylogenetic analysis of
Escovopsis based on five molecular markers (Figure 1). In addition to 309 isolates of Escovopsis spp.,
Sympodiorosea kreiselii CBS 139320 was used as the outgroup.

Supplementary Data 2. Strains and their associated metadata used to estimate the divergence age of
Escovopsis (Figure 2).

Supplementary Data 3. Physiological features of Escovopsis species according to the genus phylogeny
(Figures 3 and 4). The numbers in the columns for growth area, conidia production, and viability represent
the measurements taken from each replicate of each Escovopsis species (n= 10 replicates). The numbers
in the columns for conidiophore length and number of vesicles formed per conidiophore represent the
measurements or quantities obtained from the analysis of 10 different structures (conidiophores) for each
species.



