Description of Additional Supplementary Files


File name: Supplementary Data 1
Description: Conditions and quality of local HDX analysis of protein folding dynamics. The DynamX output files with all peptides and their D-uptake at the indicated folding times are displayed in the indicated subsequent sheets.

File name: Supplementary Data 2
Description: D-uptake data (Supplementary Data 1) were transformed to degree of folding (DOF) per residue, using PyHDX and the script presented in material and methods.   



