Description of Additional Supplementary File

File name: Supplementary data 1
Description: Enrichment analysis results of control gene sets across BrainSpan samples.

File name: Supplementary data 2
Description: Enrichment analysis results of 31 neuropsychiatric risk gene sets across BrainSpan samples.

File name: Supplementary data 3
Description: Enrichment analysis results of 15 merged trait risk gene sets across BrainSpan samples.

File name: Supplementary data 4
Description: Comparison of enrichment of risk gene sets across major brain regions.

File name: Supplementary data 5
Description: Principal component analysis (PCA) results for the 15 neuropsychiatric traits. 

File name: Supplementary data 6
Description: Jaccard similarity matrix among the 15 merged risk gene sets.

File name: Supplementary data 7
Description: Enrichment of risk gene sets in AHBA samples and mapping to ENIGMA brain structures.

File name: Supplementary data 8
Description: Eigengene expression for the 41 WGCNA modules in Brainspan samples.

File name: Supplementary data 9
Description: Spatiotemporal expression enrichment of the 32 significant module eigengenes in BrainSpan samples.

File name: Supplementary data 10
Description: Enrichment of neuropsychiatric risk genes across the 32 significant WGCNA modules.

File name: Supplementary data 11
Description: Spatiotemporal expression enrichment of 25 significant modules identified with minModuleSize = 120.

File name: Supplementary data 12
Description: Enrichment of module gene expression across developmental single-cell transcriptomic datasets.

File name: Supplementary data 13
Description: Enrichment of module gene expression across adult single-cell transcriptomic datasets.

File name: Supplementary data 14
Description: Gene Ontology (GO) enrichment analysis of the 16 top co-expression modules.

File name: Supplementary data 15
Description: KEGG pathway enrichment analysis of the 16 top co-expression modules.
 


