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SUPPLEMENTARY DATA 2

LC/MS data of key compounds



Compound 3a

Absorbance chromatogram (254 nm)
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Compound 3b

Absorbance chromatogram (254 nm)
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Compound 3¢

Absorbance chromatogram (254 nm)
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Compound

4a (MCS04391)

Absorbance chromatogram (254 nm)
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Compound 4b (MCS0392)

Absorbance chromatogram (254 nm)
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Compound 4c (MCS0393)

Absorbance chromatogram (254 nm)
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Compound éa (MCS0408)

Absorbance chromatogram (254 nm)
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Compound 6b (MCS0462)

Absorbance chromatogram (254 nm)
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