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e Supplementary Figure 1. Flow cytometry gating strategy



Flow cytometry gating strategy examples

EdU-yH2AX-Hoechst (DNA damage and cell cycle assay)
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AnnexinV-FITC and PI (apoptosis assay)
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CD11b-FITC (differentiation assay)
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CD11b-FITC and PI (differentiation and cell death assay)
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Supplementary Figure 1. Flow cytometry gating strategy.

In general, the gating strategy used in this study can be summarized as follows: (1) forward and
side scatter gating to discard debris and select cells based on size and complexity, (2) time-of-
flight (TOF) gating to remove doublets and other cell aggregates, (3) subset gating based on
fluorescence markers (single, double or triple staining), with fluorescence-minus-one (FMO),
unstained, positive and negative controls used to set cytometer parameters and define the
populations of interest for each individual experiment, and (4) color-coded back-gating to visualize
cells in the different end-gates from a high level perspective. For all flow cytometry experiments,
flow rate was monitored and maintained at approximately 100 events/sec. Events were collected
until at least 10,000 individual events were gated in (1) and (2) for each sample, which were then
further used for subset gating (3) and statistical analysis of distinct cell populations. An example

is given above for each type of flow cytometry experiment performed in this study.



