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Supplementary Figure 1. Family-level comparison of taxonomic delineation methods. Pairwise comparisons to test the consistency of family-level delineation parameters (n = 30,247). Four groups were formed based on the consistency between GTDB and 16S rRNA gene sequence similarity assignment of the paired genomes: congruent results, same family (Cong. Same), congruent results, different families (Cong. Dif.) and those uniquely identified as belonging to different families according to the method specified (Uniq. Dif.). The uniquely different slices are coloured according to the method: GTDB (red), 16S rRNA gene similarity (brown), POCP (blue).
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