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Supplemental Table 1. List of studies, with relevant details, included in this meta-analysis. The studies are labeled by where they were conducted - either Florida (FL) or the United States Virgin Islands (USVI) - followed by the publication year if applicable (indicated by et al.); those that have not yet been published are labeled by the year the study began.
Supplemental Table 2. A list of significantly differentially abundant ASVs between the vulnerable and endemic zones from field-sourced apparently healthy (AH) coral colonies.
Supplemental Table 3.  A list of significantly differentially abundant ASVs between the vulnerable and epidemic zones from field-sourced apparently healthy (AH) coral colonies.
Supplemental Table 4. A list of significantly differentially abundant ASVs between apparently healthy colonies (AH) and unaffected areas on diseased colonies (DU).
Supplemental Table 5. A list of significantly differentially abundant ASVs between apparently healthy colonies (AH) and lesions on diseased colonies (DL).
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