
093_1213 Clostridiales [F−1][G−1] bacterium HMT 093
876F0540 Clostridiales [F−3][G−1] bacterium HMT 876

167GEA8 Peptococcus sp. HMT 167
167_1292 Peptococcus sp. HMT 167

168_I070 Peptococcus sp. HMT 168

655_4533 Eubacterium limosum
538CK057 Pseudoramibacter alactolyticus

402_7065 Clostridiales [F−1][G−2] bacterium HMT 402
119BS016 Dialister sp. HMT 119

843_3837 Dialister micraerophilus
736Dpneu Dialister pneumosintes

118GBA27 Dialister invisus
118BS095 Dialister invisus

841_6094 Megasphaera sp. HMT 841
121BB166 Anaeroglobus geminatus

123_9043 Megasphaera sp. HMT 123
123_9314 Megasphaera sp. HMT 123

780_7189 Veillonella sp. HMT 780
780F0009 Veillonella sp. HMT 780

524Vatyp Veillonella atypica
917_6290 Veillonella sp. HMT 917
917−Wade Veillonella sp. HMT 917

161_X042 Veillonella parvula
161_X002 Veillonella parvula
161AA050 Veillonella parvula
161Vparv Veillonella parvula
161BU083 Veillonella parvula

158BI029 Veillonella rogosae
158F0412 Veillonella rogosae

887_5167 Veillonella denticariosi

524_3631 Veillonella atypica
160Vdisp Veillonella dispar

160_X031 Veillonella dispar

122_6527 Megasphaera micronuciformis
122BU057 Megasphaera micronuciformis

935_8649 Fastidiosipila sanguinis
366_1208 Ruminococcaceae [G−3] bacterium HMT 366

381_8854 Ruminococcaceae [G−3] bacterium HMT 381

041_R004 Desulfobulbus sp. HMT 041
435_1821 Syntrophomonadaceae [VIII][G−1] bacterium HMT 435
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