Description of Additional Supplementary Files

File Name: Supplementary Data 1

Description: Custom lllumina Infinium methylation probes included on arrays. Includes probe

ID, chromosomal mapping, overlapping genes, transcripts, and transcript features from NCBI,

probe type information, if the probe maps to multiple chromosomal loci, and whether the probe
was included in manuscript analysis.

File Name: Supplementary Data 2

Description: 13,033 significant CpGs from SARS-CoV-2+ vs SARS-CoV-2- EWAS. Includes
probe ID, chromosomal mapping, overlapping genes, and p-value, FDR-adjusted —p—-value (g-
value), coefficient, test statistic, and standard error from modeling, as well as average beta
value for each sample group.

File Name: Supplementary Data 3

Description: 1,501 significant CpGs from SARS-CoV-2+ vs other upper respiratory infection
EWAS. Includes probe ID, chromosomal mapping, overlapping genes, and p-value, FDR-
adjusted —p—-value (g-value), coefficient, test statistic, and standard error from modeling, as
well as average beta value for each sample group.

File Name: Supplementary Data 4

Description: 516 significant CpGs from other upper respiratory infection vs SARS-CoV-2-
EWAS. Includes probe ID, chromosomal mapping, overlapping genes, and p-value, FDR-
adjusted —p—-value (g-value), coefficient, test statistic, and standard error from modeling, as
well as average beta value for each sample group.

File Name: Supplementary Data 5

Description: Source Data for Figure 2.

File Name: Supplementary Data 6

Description: Source Data for Figure 4.



